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ABSTRACT

High-grade astrocytomas are among the most intractable types of cancers and are often fatal. 
Previous studies have suggested that high-grade astrocytomas may adopt the self-renewal 
and migration properties of neural stem cells (NSCs) to proliferate and spread by expressing 
the stem cell-specific genes. However, despite a few common molecules being documented, 
the molecular basis underlying these similarities remains largely unknown. To have a better 
understanding of the stem cell characteristics of high-grade astrocytomas, we performed the 
study to identify the stem cell-resembling gene expression profile in high-grade astrocytomas. 
cDNA microarray analysis was used to detect the differentially expressed genes of isolated 
human high-grade astrocytomas versus their peritumoral tissue counterparts, and the 
identification of stem cell-resembling genes was approached by comparing the high-grade 
astrocytomas-specific gene expression profile with that of NSCs identified by our previous 
study and other groups. We identified more than 200 high-grade astrocytomas-specific genes 
in this study, and near 10% genes or gene families of them exhibited similar up or down 
expression patterns as in NSCs. Further analysis indicated that these genes were actively 
involved in cell proliferation, adhesion, migration, and metastasis. This study revealed a list of 
stem cell-specific genes in high-grade astrocytomas, which was likely to have critical roles in 

determining the stem  characteristics of high-grade astrocytomas. © 2008 Wiley-Liss, Inc.

DIGITAL OBJECT IDENTIFIER (DOI)

Advanced Search  

CrossRef / Google Search  

Acronym Finder  

All Content

Publication Titles

 
Molecular Carcinogenesis  

  

   

 

 

All Fields

Vol: Issue: Page:

   

 

www.uicc.org 

 

Get select content from some of 
Wiley's leading publications 
delivered to your PDA — free! 

Sign up now 

 

 
Need a reprint? 
 
Paper or electronic reprints are 
available for all content published 
on Wiley InterScience. Inquiries 
can be submitted online. 

Find out more about reprints 

 
Oncology and Hematology 
Backfile (1966-1995) 

Pages 1 of 2Wiley InterScience: Journal: Abstract

19/04/2008http://www3.interscience.wiley.com/cgi-bin/abstract/117953867/ABSTRACT?CRET...



About Wiley InterScience  |  About Wiley  |  Privacy  |  Terms & Conditions 

Copyright © 1999-2008 John Wiley & Sons, Inc. All Rights Reserved.  

 

 
Fully searchable and live-linked 
with current web content, this 
backfile brings the complete 
contents of 15 leading journals—
18,400 articles—to your desktop. 
A one-time fee delivers ongoing 
access. 

Find out more 
Request a Quote 

 
EBM 
Guidelines 

(Evidence-Based Medicine) 

The key source of practical 
information for primary care 
with the most extensive 
collection of concise treatment 
recommendations 

more 

 

 

Current Protocols 
in Cell Biology  

Updated every three months, 
an essential reference for 
methods for researchers who 
study the cell - its structure, 
organization, behavior, and 
functions. 

Now available via individual 
online subscription!  

Go to Current Protocols 
in Cell Biology 

 

 

 

Current Protocols 
in Human 
Genetics  

A unique guide to designing 
and running flawless research 
projects involving large-scale 
molecular cloning methods, 
expression analysis, disease 
study, clinical genetics, and 
much more. 

Now available via individual 
online subscription!  

Go to Current Protocols 
in Human Genetics  

Pages 2 of 2Wiley InterScience: Journal: Abstract

19/04/2008http://www3.interscience.wiley.com/cgi-bin/abstract/117953867/ABSTRACT?CRET...


