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IDH mutation in glioma: molecular mechanisms and potential
therapeutic targets
Sue Han1, Yang Liu1, Sabrina J. Cai1, Mingyu Qian1, Jianyi Ding1, Mioara Larion1, Mark R. Gilbert1 and Chunzhang Yang1

Isocitrate dehydrogenase (IDH) enzymes catalyse the oxidative decarboxylation of isocitrate and therefore play key roles in the
Krebs cycle and cellular homoeostasis. Major advances in cancer genetics over the past decade have revealed that the genes
encoding IDHs are frequently mutated in a variety of human malignancies, including gliomas, acute myeloid leukaemia,
cholangiocarcinoma, chondrosarcoma and thyroid carcinoma. A series of seminal studies further elucidated the biological impact of
the IDH mutation and uncovered the potential role of IDH mutants in oncogenesis. Notably, the neomorphic activity of the IDH
mutants establishes distinctive patterns in cancer metabolism, epigenetic shift and therapy resistance. Novel molecular targeting
approaches have been developed to improve the efficacy of therapeutics against IDH-mutated cancers. Here we provide an
overview of the latest findings in IDH-mutated human malignancies, with a focus on glioma, discussing unique biological signatures
and proceedings in translational research.
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BACKGROUND
Isocitrate dehydrogenase (IDH) enzymes, of which there are three
isoforms, are essential enzymes that participate in several major
metabolic processes, such as the Krebs cycle, glutamine metabo-
lism, lipogenesis and redox regulation.1–3 IDH1 is located in the
cytoplasm and peroxisomes, whereas IDH2 and IDH3 are located
in the mitochondrial matrix.4 The catalytic sites of IDH1 and IDH2
exhibit affinity for the substrate, isocitrate, together with
nicotinamide adenine dinucleotide phosphate (NADP+) and a
divalent metal cation, usually magnesium or manganese,5

resulting in the formation of α-ketoglutarate (α-KG). IDH3, which
also catalyses the transformation from isocitrate into α-KG,
employs nicotinamide adenine dinucleotide (NAD+) as its
cofactor. The catalytic activity of IDH requires homodimerisation
along with an alteration in the enzyme conformation; isocitrate
binding changes the structure of the enzyme from an open to a
closed conformation.6 Substrate recognition depends on the
amino acid residues in the active site, whereas the frequent
mutated active site residue in cancer is arginine 132 (R132).5

Mutations in IDH are prevalent in human malignancies. In
glioma, IDH mutations are recognised in >80% of World Health
Organisation (WHO) grade II/III cases.7 In WHO grade IV
glioblastoma (GBM), IDH mutations are also found frequent in
secondary GBM, which account for 73% of clinical cases, whereas
they are less seen in primary GBM (3.7%).8 A follow-up
investigation showed that the presence of IDH mutations predict
a favourable disease outcome with prolonged median survival in
GBM (IDH wild type: 15 months; IDH mutant: 31 months) and
anaplastic astrocytoma (IDH wild type: 20 months; IDH mutant:
65 months).7 Although IDH-mutated glioma generally exhibits a
better disease outcome, the high incidence of IDH mutations in
secondary GBM suggests that lower-grade glioma with IDH

mutation often recur with having undergone malignant transfor-
mation to a higher grade. In addition, IDH-mutated glioma is more
likely to develop a hypermutation phenotype, which is associated
with worsened prognosis.9 In non-central nervous system (non-
CNS) malignancies, IDH mutations are identified in acute myeloid
leukaemia (AML; 16% among all clinical cases),10 intrahepatic
cholangiocarcinoma (23% among all clinical cases)11 and central/
periosteal chondrosarcoma (56% among all clinical cases).12 The
investigation of these non-CNS tumours with similar IDH mutation
provides valuable information for glioma research, whereas in the
present review we tend to be focussed on IDH-mutated glioma.
IDH mutations that are associated with cancer tend to localise

to the arginine residue that is crucial for the recognition of
isocitrate (R132 for IDH1, R140 or R172 for IDH2).7 Missense
mutations in the IDH1 gene result in the replacement of a strong,
positively charged arginine residue at position 132 with lower-
polarity amino acids such as histidine (H), lysine (K) or cysteine (C),
which impedes the formation of hydrogen bonds with the α-
carboxyl and β-carboxyl sites of isocitrate.13,14 The mutant IDH
enzyme therefore exhibits decreased affinity for isocitrate, along
with an elevated preference for NADPH. However, only one copy
of the IDH gene is mutated in tumours and, in tumour cells
harbouring heterozygous IDH mutations, the main forms of IDH
dimers are presumed to be heterodimers that contain a version of
wild-type IDH1 and a version with the R132H mutation. As a result,
in IDH-mutant cells, the IDH1 wild-type component of the dimer
converts isocitrate into α-KG to produce NADPH, whereas the
mutant part of the dimer exhibits neomorphic activity, converting
α-KG into D-2-hydroxyglutarate (D-2-HG) in an NADPH-dependent
manner (Fig. 1).15

The establishment of neomorphic activity associated with the
IDH mutation has long been shown to have an effect on cellular
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metabolism, cancer biology and oncogenesis.16,17 In this review,
we will outline the biological impact of IDH-mutant neomorphic
activity on cellular metabolism, epigenetic regulation and redox
homoeostasis and address key advances in the cancer biology of
IDH-mutated glioma and the implication of these findings in the
development of future therapeutics, with a particular focus on
glioma. Key findings from other IDH-mutated tumour models,
such as AML and cholangiocarcinoma, will also be discussed, as
they provide additional insights into the molecular mechanisms in
IDH-mutated glioma.

THE BIOLOGICAL IMPACT OF IDH-MUTANT NEOMORPHIC
ACTIVITY
Metabolic reprogramming
IDH-mutant enzymes cause the accumulation of D-2-HG at
concentrations as high as 5–30mM15 in the cytoplasm, thereby
draining carbohydrates from the Krebs cycle.18 The Krebs cycle is
adjusted to compensate for fluctuations in the metabolic path-
ways.19 A 13C metabolic flux analysis suggested that IDH1-mutated
cells exhibit increased oxidative metabolism in the Krebs cycle,
whereas reductive glutamine metabolism is suppressed.20 With
the depletion of cellular metabolism, several non-Krebs-cycle
sources of carbohydrates are recruited to compensate for the loss
of α-KG.21,22 Waitkus et al.23 demonstrated that glutamate
dehydrogenase 2, an enzyme that catalyses the conversion of
glutamate into α-KG and that is expressed at high levels in
the brain, is important for relieving the metabolic liabilities in the
context of IDH mutants. This finding is confirmed by the
observation that IDH-mutated glioma cells are more sensitive to
the inhibition of glutaminase,24 suggesting that glutaminolysis
serves as a key compensatory pathway to maintain metabolic
homoeostasis. McBrayer et al.25 further highlighted the depen-
dency of IDH1-mutated cells on glutaminolysis, as D-2-HG
functions as an inhibitor of the branched-chain amino acid
transaminase (BCAT1/2), thereby decreasing the levels of gluta-
mate. Furthermore, the consumption of NADPH by IDH mutants
compromises de novo lipogenesis, resulting in an increased
dependence on exogenous lipid sources for cellular growth.2 This
is accompanied by the stimulation, by D-2-HG, of glutamine-
derived lipogenesis under hypoxic condition to meet the needs
for lipid productivity.26

Lactate dehydrogenase A (LDHA) catalyses the transformation
of pyruvate formed by glycolysis into L-lactate,27 and the
expression of LDHA is thus considered to be a hallmark of
Warburg phenotype, allowing rapid glycolytic flux to meet the
demands for cellular proliferation.28 Although LDHA is highly
expressed in a variety of cancer cells, it is silenced in glioma tissue

specimens and patient-derived glioma cells with IDH mutants.29,30

Silencing of LDHA (and of several other glycolysis genes including
CA9 and VEGFA) has been found to be associated with
hypermethylation in the promoter region of these genes in
response to D-2-HG. The overall epigenetic silencing of the
glycolytic pathway might explain the slow-growing nature of IDH-
mutated glioma as compared with their IDH wild-type
counterparts.30,31 In support of this hypothesis, in a recent study,
the acquisition of the Warburg phenotype was associated with
more aggressive gliomas and was found to occur at the CpG
island methylator phenotype (G-CIMP) in gliomas described
below, which is specific for astrocytoma.32

In addition, IDH mutations lead to the neomorphic enzyme
activity, which redirects the Krebs cycle for D-2-HG production.
The resultant decrease in α-KG levels might affect the level of
hypoxia-inducible factor subunit HIF-1α,33 as α-KG is normally
needed for prolyl hydroxylases (PHD) to hydroxylate and promote
the degradation of HIF. However, the detailed molecular
mechanism on how HIF is regulated in the context of IDH
mutation is currently unclear. Other lines of evidence showed that
D-2-HG, but not L-2-HG, stimulates the activity of the prolyl
hydroxylase PHD2, which results in the reduced expression of HIF-
1/2α.34 More effort is encouraged to elucidate the relationship
between D-2-HG and the hypoxia-sensing pathway in glioma and
other IDH1-mutated malignancies.
Overall, the acquisition of mutant IDH results in substantial

reprogramming of cellular metabolism (Fig. 2). Glutamine and/or
glutamate serve as key substrates to compensate for the
metabolic impact by strengthening synthetic pathways for lipids
and glutathione. Interestingly, IDH-mutated glioma shows a
distinctive metabolic pattern compared with other solid tumours
—most notably, the remarkably reduced glycolysis, the metabolic
hallmark of fast proliferating malignancies. The unique metabolic
pathways in IDH-mutated glioma not only explain the slow-
growing nature of this disease but also suggest that developing
targeted strategies for IDH-mutant-specific metabolic patterns
could be a valuable approach for future glioma therapeutics.

Epigenetic reprogramming
In addition to inducing metabolic alterations, the results of several
clinical studies revealed that the IDH mutation is closely associated
with CpG island hypermethylation. Indeed, the glioma-G-CIMP has
been defined as a signature for IDH-mutated solid tumours.35,36

Mechanistic studies revealed that neomorphic IDH1 mutant
activity results in both global DNA hypermethylation and
histone methylation. Interestingly, the extent and targets of
hypermethylation vary among tumour types.37 Investigation on
the unique pattern of glioma-specific methylation pattern may
assist the understanding of pathogenesis of IDH-mutated glioma
(Fig. 3).
DNA methylation is controlled by methyltransferases and

demethylases. Within the demethylation process, the enzyme
Ten-eleven translocation methyl cytosine dioxygenase (TET)
catalyses the conversion of 5-methylcytosine into 5-
hydroxymethylcytosine (5-hmC) in an iron- and α-KG-dependent
manner, as well as catalysing additional cytosine demethylation
steps by transforming 5-hmC into 5-formylcytosine and 5-
carboxylcytosine (5-caC). 5-caC will eventually be converted into
cytosine by thymine DNA glycosylase and base excision DNA
repair.38 The activity of TET is blocked by the presence of D-2-HG
owing to its structural similarity with α-KG, which is indispensable
for TET demethylase activity.39,40 In 2012, two research groups
showed that acquisition of the cancer-associated IDH mutation is
sufficient to induce a hypermethylation phenotype.41,42 Notably,
although DNA methylation is generally believed to be a reversible
process, a follow-up study suggested that some of the DNA
methylation sites in IDH-mutated cells might persist even when
the mutant enzyme is turned off, suggesting that the IDH

Fig. 1 Dimerisation of IDH1. Two wild-type IDH1 monomers form a
catalytic homodimer, which transforms isocitrate into α-KG. In IDH1-
mutated cells, a catalytic heterodimer is formed with one wild-type
monomer and one monomer carrying the R132H mutant. The
heterodimer exhibits neomorphic activity, which consumes α-KG for
D-2-HG synthesis. Biochemical studies indicate that a homodimer
formed by two IDH1 mutant monomer is not catalytically active.
Molecular modelling is based on the published crystal structures
1T09,6 3MAS and 3MAP.111
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mutation plays a key role in malignant transformation, which is
irreversible once the cells have committed to oncogenesis.43

Besides DNA methylation, D-2-HG also increases methylation of
histone by inhibiting histone demethylases such as lysine-specific
demethylase (KDM).39,44 The methylation status of histone is
regulated by histone methyltransferases, such as G9a, GLP, SET
and EZH2, as well as by demethylases, such as KDM, LSD and

JARID; similar to TET, histone demethylases such as KDM4 and
KDM5 have been shown to be inhibited by high levels of D-2-
HG.44 As a result, in IDH-mutated cancers, the accumulation of
histone methylation markers such as H3K4me3, H3K9me3 and
H3K27me3 is frequently reported. Inhibition of histone demethy-
lation by D-2-HG results in impaired cellular differentiation, which
might be relevant to the oncogenesis in IDH-mutated cancers.45,46

Redox imbalance
The production of reactive oxygen species (ROS) is involved in
major aspects of cancer biology, such as genomic instability, loss
of growth control, cellular motility and invasiveness.47,48 Excessive
ROS is harmful to biological molecules, resulting in oxidative
damage to DNA, lipids and proteins. Thus maintaining appropriate
ROS levels is key to cancer cells during oncogenesis and
therapeutic resistance.49 Cancer-associated IDH mutations elevate
the affinity for both NADPH (Km= 0.44 µM) and α-KG (Km=
965 µM), indicating that the mutant IDH prefers NADPH and α-KG,
instead of NADP+ and isocitrate, as its substrates.15,16 The
consumption of cellular NADPH disrupts the reducing equivalents
for biosynthetic reactions, which compromises key ROS-
scavenging processes, such as glutathione disulfide reduction,
leading to the accumulation of ROS.50,51 Consequently, accumu-
lating oxidative damage is a hallmark of cancer biology for IDH-
mutated malignancies (Fig. 4).51,52

Gilbert et al.53 showed that IDH1-mutated glioma cells exhibit
strong oxidative stress, as evidenced by an enhanced expression
of manganese superoxide dismutase and protein carbonylation.
This increased stress was confirmed by subsequent investigations
showing that IDH-mutated cancers are more prone to oxidative
damage.52,54 We also confirmed elevated oxidative stress that is
closely related to the acquisition of IDH mutants, leading to
oxidative damage in biomolecules such as DNA and lipids.51

Owing to the substantially increased oxidative burden, inhibiting
antioxidant pathways, such as the synthesis of glutathione, which
is mediated by the transcription factor nuclear factor erythroid 2-
related factor 2 (Nrf2), could be a valuable strategy for targeting
IDH1-mutated solid tumours.55 In addition, proline synthesis has
been reported to maintain redox homoeostasis in mitochondria in
IDH1-mutated cells. Enhanced activity of pyrroline 5-carboxylate
reductase 1-mediated glutamate-to-proline transformation in IDH-
mutated cells alongside the oxidation of NADH partially uncouples
the electron transport chain from Krebs cycle activity, thus
maintaining anabolism in cancer cells.56

Fig. 3 IDH1 mutants result in alterations throughout the epigenome. Owing to structural similarity, IDH1-mutant-derived D-2-HG serves as
a competitive inhibitor for KDM4 or TET and therefore blocks the demethylation process in histone and nucleotide, respectively.

Fig. 2 Metabolic reprogramming in IDH1-mutated glioma. Acqui-
sition of IDH mutant results in substantial metabolic reprogram-
ming. Neomorphic activity depletes the Krebs cycle by exhausting
α-KG for D-2-HG production. Metabolites such as glutamine,
glutamate and branched-chain amino acids (BCAA) serve as
compensatory sources to fuel cellular metabolism. D-2-HG further
impacts cellular metabolism such as the biosynthesis of glutamate
and NAD. D-2-HG affects the biological function of PHD2, whereas
the alterations in hypoxia-sensing pathway remain unclear.
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NOVEL MOLECULAR TARGETING STRATEGIES FOR IDH-
MUTANT GLIOMA
Direct targeting of mutant IDH
Given that the neomorphic activity of IDH mutants correlates with
malignant transformation, direct targeting of the mutant enzyme
has been a heavily pursued strategy. Rohle et al.57 reported the
first synthetic inhibitor of the IDH mutant, AGI-5198, which blocks
the production of D-2-HG and impairs IDH1-mutated xenograft
growth in vivo. Second generation of IDH-mutant inhibitors,
ivosidenib (AG-120) and vorasidenib (AG-881), are currently
approved by the Food and Drug Administration as a therapeutic
option for IDH-mutated AML.58 A good amount of clinical studies
are currently completed/underway to evaluate the safety and
efficacy of ivosidenib and vorasidenib for the treatment of IDH-
mutated myeloid malignancies and solid tumours, including
glioma.59 These IDH-mutant inhibitors exhibit an improved
brain-to-plasma ratio, suggesting that they might be effective
for IDH1-mutated glioma.60 Several other IDH-mutant inhibitors,
such as BAY1436032, have shown tumour-suppressing effects as
experimental therapeutics for the treatment of AML and astro-
cytoma in animal models.61,62 Two clinical studies (NCT03127735
and NCT02746081) are currently ongoing to confirm these
findings in patients with IDH1-mutated AML or advanced solid
tumours, respectively.
Despite the promising success of the IDH-mutant inhibitors,

several studies have indicated the potential limitations of their
application. For example, Johannessen et al.63 discovered that,
although the IDH-mutant inhibitor AGI-5198 successfully reduces
neomorphic activity, it relieves hypermethylation phenotype but
to a much less extent, as evidenced by elevated histone-3
methylation. In addition, Sulkowski et al.64 reported that AGI-5198
relieves the burden of DNA damage in cancer cells, which might
increase their resistance to genotoxic therapies, such as radiation
and chemo agents. This phenomenon has been confirmed by
another study showing that AGI-5198 confers radioprotective
effects on IDH1-mutated cancer cells.65 Overall, targeting IDH-
mutant neomorphic activity is a straightforward strategy and has
shown efficacy against haematopoietic malignancies in humans
and several experimental models for solid cancers. In addition to
suppressing D-2-HG production, a combined approach with other
agents, such as inhibitors of critical enzymes in metabolic or DNA

repair pathways, might be helpful to improve the disease outcome
(see the discussion below on synthetic lethality).

Epigenetic modulators
As outlined above, the IDH mutation induces a hypermethylation
phenotype that results in broad alterations to the epigenetic
landscape in tumour cells.41,43,66 Importantly, the hypermethyla-
tion phenotype might be linked with oncogene activation.
Correcting the epigenetic dysregulation has thus been advocated
as a potential therapeutic strategy for cancers that express the IDH
mutant. Flavahan et al.67 discovered that the G-CIMP profile
correlates hypermethylation at binding sites for cohesion and
CCCTC-binding factor (CTCF) and therefore compromises the
affinity of this protein. The loss of CTCF binding allows an
enhancer to mediate the constitutive expression of platelet-
derived growth factor receptor A (PDGFRA), a known mitogen that
is linked with glioma oncogenesis. Administration of a demethy-
lating agent partially restores CTCF binding, leading to reduced
PDGFRA expression. The concept of inhibiting methylation was
confirmed through another study, which demonstrated that
decitabine, a DNA methyltransferase (DNMT1) inhibitor, sup-
presses the proliferation of IDH-mutated glioma cells in vitro
and in vivo.68 Similarly, 5-azacytidine, a cytidine analogue that
compromises the activity of DNA methyltransferase, resulted in
the regression of a patient-derived IDH1-mutated glioma xeno-
graft.69 However, although epigenetic modulators might suffi-
ciently reverse the IDH-associated hypermethylation phenotype,
their effects on other cancer signatures in IDH-mutated tumours,
such as metabolic reprogramming and DNA repair pathways,
remain unclear.

Targeting DNA repair enzymes
IDH-mutated glioma exhibits a favourable disease outcome
compared with its wild-type counterpart. Several lines of
evidence suggested that glioma with mutant IDH appeared to
be more sensitive to treatment standards of care, such as
radiotherapy and chemotherapy, which may explain their
preferred disease outcome.70–72 Mechanistically, D-2-HG compro-
mises DNA repair pathways: it serves as an inhibitor to DNA repair
enzymes such as AlkB homologue 2/3 (ALKBH2/3),73,74 as well as
inhibiting the homologous recombination (HR) DNA repair
process.64 With the general DNA repair pathways inhibited,
targeting the remnant DNA repair enzymes could be detrimental
for IDH-mutated cells and thus provide a potential therapeutic
approach. We and several colleagues showed that a combination
of small-molecule inhibitors targeting the poly-ADP ribose
polymerase (PARP) could be a highly effective therapy for IDH-
mutated malignancies.64,75,76 Owing to the suppression of HR
pathways, IDH-mutated cells resemble serious DNA repair defects,
which are commonly seen in cancers with BRCA mutations
(“BRCAness”). Cancer cells develop a dependency on PARP-
guided base excision DNA repair (BER), which helps to maintain
genomic integrity under genotoxic therapy.64,77,78 PARP inhibitors
can establish synthetic lethality with IDH-mutant-derived HR
deficiency, resulting in enhanced apoptotic changes.79 Similarly,
Tateishi et al.80,81 showed that the inhibitors of nicotinamide
phosphoribosyltransferase (NAMPT) FK866 and GMX1778 deplete
NAD+, thereby eliminating remaining PARP DNA repair activity
(as PARP requires NAD+ during BER of chemotherapy-induced
DNA damage), which introduces distinct metabolic stress
responses to chemotherapy-induced DNA damage and improves
the durability of therapy response.
Although the acquisition of the IDH mutation correlates with

therapeutic sensitivity in patients and targeting DNA repair
enzymes seems to be more effective for IDH-mutated cells,
several investigations have highlighted that IDH-mutated glioma
might develop distinctive DNA repair pathways from those of IDH
wild-type glioma. For example, RAD51 recombinase, an enzyme

Fig. 4 IDH mutants disrupt redox homoeostasis. The neomorphic
activity of IDH1 mutant consumes NADPH for NADP+ production,
which suppresses the detoxification of H2O2. Nrf2-associated gene
transcription, such as glutamate-cysteine ligase (GLS), supports
glutathione de novo synthesis. Amino acids such as glutamine,
glutamate, cysteine and glycine are utilised for glutathione
synthesis, which serves as an alternative metabolic support for
ROS detoxification.
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that plays major roles in the HR process, protects IDH-mutated
cells from temozolomide-induced DNA damage.82 Nunez et al.83

showed that the depletion of TP53 or ATRX on an IDH-mutated
background resulted in glioma cells tending to undergo a DNA
damage response, highlighted by upregulated ATM signalling and
resistance to radiotherapy. Taken together, the discovery of
altered DNA repair pathways in IDH-mutated glioma not only
highlights the correlation between cancer metabolism and
genomic instability but also implies important therapeutic
vulnerabilities in cancers with IDH mutation.

Targeting essential metabolic enzymes
The substantial reprogrammed cellular metabolism in IDH-
mutated glioma suggests that it might be possible to establish
specific druggable targets for this type of malignancy. NAD, a
cofactor for critical biological processes such as electron transport
and redox metabolism, is derived from biosynthesis (de novo
pathway) and salvage pathways (using compounds containing a
pyridine base).84 In IDH-mutated glioma, the de novo synthesis of
NAD is largely compromised owing to epigenetic silencing of
nicotinate phosphoribosyltransferase (NAPRT1). As a result, cancer
cells rely on the salvage pathway to generate NAD.81,85 The
dysfunction in NAD metabolism suggests that IDH-mutated cells
could be extremely sensitive to the blockade of the salvage
pathway through small-molecule inhibitors targeting NAMPT.81

In addition, owing to the essential role of glutaminolysis in
metabolic compensation, targeting glutamine/glutamate-related
metabolism has been proposed for IDH-mutated malignancies. For
example, glutaminase blockade through bis-2-[5-(phenylaceta-
mide)-1,3,4-thiadiazol-2-yl]ethyl sulfide inhibits glutamine meta-
bolism and suppresses IDH1-mutated glioma and AML.24,86 In light
of high-throughput screening assays, Zaprinast was found to
inhibit glutaminase and limited the proliferation of IDH-mutated
tumour cells in vitro.87 CB-839 is an oral glutaminase inhibitor that
has shown therapeutic efficacy in IDH-mutated AML, causing a
reduction in D-2-HG production and inducing terminal differentia-
tion.88 A phase 1 clinical study is currently underway to evaluate
the combination of CB-839, radiation and the alkylating che-
motherapy agent temozolomide in IDH-mutated diffuse or
anaplastic astrocytoma (NCT03528642). Overall, suppressing
glutamine/glutamate metabolism correlates with slowed tumour
manifestation in both glioma and AML models. However, the
strategy commonly results in prolonged latency rather than strong
tumour suppression in vivo. Combining the suppression of
glutamine/glutamate metabolism with other cytotoxic therapies,
such as radiation and temozolomide, might improve the
therapeutic efficacy.

Targeting redox homoeostasis
As mentioned previously, elevated ROS is a hallmark of IDH-
mutated malignancies.53,89,90 An imaging study demonstrated
that levels of glutamate, glutamine and glutathione are
decreased in tumour regions in patients with IDH-mutated
glioma, as compared with levels in contralateral regions. In
addition, the tumoural glutathione level negatively correlates
with the level of D-2-HG, suggesting that glutathione is essential
for IDH-mutated cells to maintain redox homoeostasis.91 The
increased consumption of glutathione suggests a high burden of
ROS scavenging in IDH-mutated cells. As such, developing a
therapeutic strategy to disrupt the fragile redox homoeostasis,
such as limiting glutathione-derived ROS scavenging, could be a
valuable therapeutic approach. A preclinical animal study has
shown that inhibiting glutamine metabolism using the glutami-
nase inhibitor CB-839 leads to impaired redox homoeostasis and
sensitises IDH-mutated glioma to radiotherapy.25 In our
studies,51,55,92 we have shown that suppression of Nrf2 by the
natural compound brusatol resulted in profound tumour suppres-
sion in IDH1-mutated xenografts, along with overwhelming

oxidative damage. Although disruption of redox homoeostasis
in these cases results in potent cytotoxicity accompanied by
tumour suppression, current therapeutic compounds are mostly
at the preclinical stage and demonstrate considerable systemic
toxicity. Nevertheless, developing the next generation of ther-
apeutic compounds with both potency and selectivity will be of
great help for targeting redox imbalance in IDH-mutated
malignancies.

Immunotherapies
There is growing evidence that the IDH mutation might play
important roles in altering the tumour immunological microenvir-
onment, as indicated by a suppression of tumour-infiltrating
lymphocytes, natural killer cells and cytotoxic T cells.93,94 An initial
investigation on glioma data sets showed that the presence of IDH
mutation correlates with a decrease in the expression of
programmed death-ligand 1 (PD-L1)95 when compared with IDH
wild-type gliomas. Reduced PD-L1 expression in IDH-mutated
glioma implies a stronger T cell activation, as PD-L1 is a cellular
surface protein that downregulates the immune system and
promotes self-tolerance through suppressing T cell activity.96 In
addition, D-2-HG-derived DNA methylation results in epigenetic
silencing of both PD-1 and PD-L1 in glioma.97,98 However, the
reduced expression of PD-1/PD-L1 in IDH-mutated glioma may not
result in stronger antitumour T cell immunity. An in-depth
investigation showed that D-2-HG serves as a potent inhibitor
for antitumour T cell immunity in the tumour microenvironment.
D-2-HG suppresses ATP-dependent T cell receptor signalling,
which further impairs the activation of T cells in glioma. D-2-HG
also suppresses signal transducer and activator of transcription 1,
leading to decreased CD8+ T cell recruitment in the tumour
region.99 Combining a pan-IDH1-mutant inhibitor BAY1436032
improves the efficacy of anti-PD-1-derived immunotherapy,
causing enhanced intratumoural CD4+ T-cell proliferation, a
reduction in tumour volume and prolonged overall survival.94

Additional immune checkpoint inhibitors are currently under
investigation for IDH1-mutated glioma. The PD-L1 inhibitor
pembrolizumab (MK-3475) is being evaluated in a clinical trial of
patients with recurrent IDH1-mutant grade II–IV gliomas whose
tumours have a hypermutator phenotype (NCT02658279).
Another ongoing phase 1 clinical trial is currently enrolling
patients with IDH1-mutant gliomas that have transformed into
GBM to investigate the concurrent administration of the PD-L1
inhibitor avelumab and hypofractionated radiation therapy
(NCT02968940).
Despite PD-1-derived immunotherapy, several attempts have

been made to generate a peptide vaccine that targets the IDH1
R132H neoantigen. An IDH1 R132H-specific immunogenic epitope
was presented by major histocompatibility complex (MHC) class II
molecules and induced a CD4+ TH1 response, resulting in an
effective MHC class II-restricted antitumour immune response in
tumours with the IDH1 R132H mutation.100 Consistent with this
result, another study found that mice immunised with peptides
encompassing the IDH1 mutation site showed increased survival
benefit when bearing GL261 gliomas with IDH1 R132H expression
but not parental GL261 gliomas. The immunised mice showed
higher amounts of peripheral CD8+ T cells and produced higher
levels of interferon-γ, indicating the generation of anti-IDH1-
mutant antibodies.101 The IDH-mutant vaccine is currently being
investigated in clinical studies. For example, a phase 1 clinical trial
is currently ongoing to validate the safety and therapeutic efficacy
of an IDH1 R132H mutant peptide vaccine (NOA-16) in newly
diagnosed grade III and IV gliomas with an IDH1 mutation
(NCT02454634). The first reported results demonstrated the safety
and immunogenicity of NOA-16, with 80% of patients displaying
mutation-specific T cell immune responses, and 87% of the
patients displaying humoural immune responses; no deaths were
reported.102
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CONCLUSIONS AND FUTURE PERSPECTIVES
The discovery of the IDH mutation not only adds to the
landscape of glioma genetics but also indicates that glioma is a
highly heterogeneous disease. Many pioneering studies have
shown that different glioma molecular subtypes exhibit different
signatures according to their oncogenic drivers and distinctive
patterns of therapy resistance. For example, amplifications or
gain-of-function mutations in the genes encoding epidermal
growth factor receptor and PDGFRA are highly common in
GBM.103 The loss of phosphatase and tensin homologue
compromises the HR DNA repair pathway, which predisposes
to sensitivity to temozolomide and PARP inhibitors.104 For IDH-
mutated gliomas, numerous attempts have been made to define
selective and effective therapeutics that target the biological
signatures of IDH-mutated cancers, with the aim of improving
standard treatments. For instance, the addition of PARP inhibitors
or blockade of DNA repair enzymes improves the cytotoxicity of
genotoxic therapies. Targeting distinctive metabolic patterns
such as glutaminase and glutathione de novo synthesis has also
shown potent efficacy in IDH1-mutated cells.105 However, a
major hurdle in IDH1-mutated glioma is that the critical
oncogenic drivers of this disease remain controversial. Increasing
evidence has uncovered the biological impact of D-2-HG on
cancer biology, but the molecular targets of D-2-HG includes >60
members,38,106 which are involved in profoundly diverse
molecular pathways, so the identification of clear oncogenic
mechanisms in IDH-mutated glioma remains challenging. In-
depth investigation into the critical molecular pathways will be of
great importance to develop therapeutic approaches with high
potency and selectivity.
Cancer therapeutics that exploit the concept of synthetic

lethality by targeting multiple biologically relevant molecular
pathways are expected to have reduced toxicity, as they tend to
be more specific to cancer cells due to their unique mutation
pattern. IDH-mutated glioma exhibits clear dysfunctions in several
biological pathways. For example, metabolic depletion through
IDH-mutant neomorphic activity prompts dependency on alter-
native metabolic pathways, such as glutaminolysis and NAD
salvage pathways. Targeting critical enzymes, such as glutaminase

or NAMPT, establishes synthetic lethality with the intrinsic
metabolic dysfunction and translates into reduced tumour
expansion. Moreover, D-2-HG inhibits DNA repair pathways such
as HR and PARP/BER, which confers sensitivity to inhibition of the
remaining DNA repair enzymes. Targeting mechanisms of ROS
scavenging synergises with IDH-mutant-derived oxidative stress,
which improves disease outcome with reduced IDH1-mutated
xenograft growth. Taken together, targeting the distinctive
vulnerabilities of IDH-mutated glioma has been shown to be
successful, as cancer cells are less likely to compensate for the loss
of essential biological pathways. Moreover, the vulnerabilities in
IDH-mutated cells such as glutaminolysis and ROS scavenging are
generally absent in other somatic cells, suggesting that the
approach of synthetic lethality might be better tolerated in the
context of combination therapy.
The development of disease models with biological and clinical

relevance has become one of the major challenges for basic and
translational research for IDH1-mutated glioma. Cell lines stably
expressing mutant IDH1, which have long been used in many
studies, are powerful tools for investigating the biological
consequences of IDH mutants in isogenic backgrounds. However,
the parental cells are commonly derived from GBM or other
malignant tumours, which harbour genetic abnormalities that are
rarely seen in lower-grade glioma, so it is very hard to justify the
application of using these cell lines to investigate IDH1-mediated
de novo oncogenesis and malignant transformation. Furthermore,
establishing sustainable cell strains with intrinsic IDH mutation has
been challenging, especially in cases of low pathological grades.
Several studies have reported that IDH-mutated glioma cell lines
are useful for in vitro investigations, but they have limited
application in in vivo experiments due to the extremely low
efficiency of xenograft formation (Table 1). Moreover, several
investigations have suggested that IDH-mutated cells develop
additional genetic alterations after subculture. For example, the
BT142 cell line, an anaplastic oligoastrocytoma derived from brain
tumour stem cells, carries both the wild-type and mutant IDH1
allele;107 however, the wild-type allele is gradually lost after
passaging the cells in vitro.108 As another example, Mazor
et al.109,110 discovered that patient-derived glioma cells with IDH

Table 1. Xenograft models for IDH-mutated glioma.

Mouse strain Cell line IDH mutation status Applications References

NOD SCID mice, nude mice TS603 Intrinsic IDH1R132H Subcutaneous xenograft 57,117

NOD SCID mice, nude mice BT-142 Intrinsic IDH1R132H/− Intracranial xenograft: MS
93–112 days

107,118,119

NOD SCID mice MGG-(60, 79, 88, 108, 117, 119, 132, 152) Intrinsic IDH1R132H Intracranial xenograft 81,120

NOD SCID mice GB10 Intrinsic IDH1R132H Intracranial xenograft 119

NOD SCID mice, nude mice HT1080 Intrinsic IDH1R132C Subcutaneous xenograft 87

NSG mice Inducible IHAs, IDH1 R132H-expressing
(Dox+) tumour

Transduced IDH1R132H Intracranial xenograft 43

ICR SCID mice HOG-R132H Transduced IDH1R132H Intracranial xenograft HOG-EV, MS
~15 days; HOG-R132H, MS ~13 days

25,42

SCID SHO mice, nude mice U87MG-R132H Transduced IDH1R132H Intracranial xenograft, MS 40 days;
Subcutaneous xenograft

121

SCID SHO mice HCT116-R132H Transduced IDH1R132H Subcutaneous xenograft 122–124

SCID SHO mice GBM164 Intrinsic IDH1R132H Subcutaneous xenograft 122,125

Nude mice HeLa cells (with and without
IDH1 mutation)

Transduced IDH1R132H Subcutaneous xenograft 124

Nude mice JHH-273 tumour Intrinsic IDH1R132H Subcutaneous xenograft 69

Nude mice NCH551b Intrinsic IDH1R132H Intracranial xenograft 61

C57BL/6 mice GL-261-MUT Transduced IDH1R132H Intracranial xenograft, MS 21.5 days 99

MS median survival, NOD non-obese diabetic, SCID severe combined immunodeficiency.
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mutations could undergo hemizygous deletion of the IDH1 locus,
suggesting that tertiary mutations might have been established to
enable cells to be sustained in vitro.109,110 IDH-mutated patient-
derived glioma cells might therefore provide useful information
for mechanistic studies, but any conclusions should be carefully
verified in further preclinical models. Genetically engineered
mouse models have the potential to provide valuable tools for
investigating IDH1-mutated glioma. Several emerging mouse
models provide pivotal tool to understand the cancer biology in
IDH-mutated glioma (Table 2). These genetically engineered mice
provide highly biologically relevant, powerful preclinical models;
the resulting tumours were mostly of high pathological grades.
Modelling low-grade tumours will be invaluable in order to gain
additional insights into IDH-mutated glioma.
In summary, mutations in IDH are clearly linked to the

establishment of human malignancies. A series of seminal studies
have revealed the impact of IDH mutant and D-2-HG in cellular
physiology, such as reprogrammed metabolism, epigenome
alterations and redox homoeostasis. With the increased availability
of disease models both in vitro and in vivo, more breakthroughs
are anticipated to elucidate the critical pathways that are involved
in tumour formation, tumour metabolism and therapeutic vulner-
ability. A molecular targeting and synthetic lethality approach
would become available to benefit patients with IDH-mutated
glioma, with improved disease outcome and quality of life.

ACKNOWLEDGEMENTS
Not applicable.

AUTHOR CONTRIBUTIONS
M.R.G. and C.Y. established original concept and design. S.H., Y.L. and C.Y. drafted the
manuscript. S.J.C., M.Q., J.D. and M.L. made critical revisions to the manuscript.

ADDITIONAL INFORMATION
Ethics approval and consent to participate Not applicable.

Consent to publish Not applicable.

Data availability Not applicable.

Competing interests The authors declare no competing interests.

Funding information This work is supported by the Intramural Research Program of
the NIH, NCI. This work received no specific grant from any funding agency in the
public, commercial or not-for-profit sectors.

Note This work is published under the standard license to publish agreement. After
12 months the work will become freely available and the license terms will switch to
a Creative Commons Attribution 4.0 International (CC BY 4.0).

Publisher’s note Springer Nature remains neutral with regard to jurisdictional claims
in published maps and institutional affiliations.

REFERENCES
1. Koh, H. J., Lee, S. M., Son, B. G., Lee, S. H., Ryoo, Z. Y., Chang, K. T. et al. Cytosolic

NADP+-dependent isocitrate dehydrogenase plays a key role in lipid metabo-
lism. J. Biol. Chem. 279, 39968–39974 (2004).

2. Badur, M. G., Muthusamy, T., Parker, S. J., Ma, S., McBrayer, S. K., Cordes, T. et al.
Oncogenic R132 IDH1 mutations limit NADPH for de novo lipogenesis through
(D)2-hydroxyglutarate production in fibrosarcoma sells. Cell Rep. 25, 1018.
e4–1026.e4 (2018).

3. Lee, S. H., Jo, S. H., Lee, S. M., Koh, H. J., Song, H., Park, J. W. et al. Role of NADP+-
dependent isocitrate dehydrogenase (NADP+-ICDH) on cellular defence against
oxidative injury by gamma-rays. Int. J. Radiat. Biol. 80, 635–642 (2004).

4. Leighton, F., Poole, B., Lazarow, P. B. & De Duve, C. The synthesis and turnover of
rat liver peroxisomes. I. Fractionation of peroxisome proteins. J. Cell Biol. 41,
521–535 (1969).

5. Hurley, J. H., Dean, A. M., Koshland, D. E. Jr. & Stroud, R. M. Catalytic mechanism
of NADP(+)-dependent isocitrate dehydrogenase: implications from the struc-
tures of magnesium-isocitrate and NADP+ complexes. Biochemistry 30,
8671–8678 (1991).

6. Xu, X., Zhao, J., Xu, Z., Peng, B., Huang, Q., Arnold, E. et al. Structures of human
cytosolic NADP-dependent isocitrate dehydrogenase reveal a novel self-
regulatory mechanism of activity. J. Biol. Chem. 279, 33946–33957 (2004).

7. Yan, H., Parsons, D. W., Jin, G., McLendon, R., Rasheed, B. A., Yuan, W. et al. IDH1
and IDH2 mutations in gliomas. N. Engl. J. Med. 360, 765–773 (2009).

8. Nobusawa, S., Watanabe, T., Kleihues, P. & Ohgaki, H. IDH1 mutations as
molecular signature and predictive factor of secondary glioblastomas. Clin.
Cancer Res. 15, 6002–6007 (2009).

9. Choi, S., Yu, Y., Grimmer, M. R., Wahl, M., Chang, S. M. & Costello, J. F.
Temozolomide-associated hypermutation in gliomas. Neuro-Oncology 20,
1300–1309 (2018).

10. Paschka, P., Schlenk, R. F., Gaidzik, V. I., Habdank, M., Kronke, J., Bullinger, L. et al.
IDH1 and IDH2 mutations are frequent genetic alterations in acute myeloid
leukemia and confer adverse prognosis in cytogenetically normal acute myeloid
leukemia with NPM1 mutation without FLT3 internal tandem duplication. J. Clin.
Oncol. 28, 3636–3643 (2010).

11. Borger, D. R., Tanabe, K. K., Fan, K. C., Lopez, H. U., Fantin, V. R., Straley, K. S. et al.
Frequent mutation of isocitrate dehydrogenase (IDH)1 and IDH2 in

Table 2. Transgenic mouse models for IDH-mutated glioma.

Mouse strain DNA/virus construct D-2-HG Incidence Median survival References

Ntva, Ink4a-Arf−/− RCAS-PDGF
RCAS-IDH-H1-shp53

~100-fold NA WT: 36 days
R132H: 35 days

112

Ntva, Cdkn2af/f, Ptenf/f, ATRXf/f RCAS-Cre
RCAS-PDGFA
RCAS-IDH1-R132H

~100-fold WT: 20%
R132H: 88%

WT: 150 days
R132H: 43.5 days

113

Ntva, Cdkn2af/f RCAS/luc–PDGFB
RCAS/YFP–IDH1R132H;
RCAS/IDH1R132H–PDGFB

3583 nmol/mg protein WT: 0%
R132H: 93%

WT: NA
R132H: 43 days

114,115

C57BL/6 pT2C-LucPGK-SB100X,
pT2-shp53-GFP4,
pT2CAG-NRASV12,
pT2-shATRX53-GFP4,
pKT-IDH1(R132H)-IRES-Katushka

8.16 μg/mg of protein NA WT: 70 days
R132H: 163 days

83

Idh1LoxPR132H/+ Retrovirus PDGFB-IRES-CRE Elevated >90% WT: 29 days
R132H: 34 days

116

NA not applicable, WT wild type.

IDH mutation in glioma: molecular mechanisms and potential therapeutic. . .
S Han et al.

7



cholangiocarcinoma identified through broad-based tumor genotyping.
Oncologist 17, 72–79 (2012).

12. Amary, M. F., Bacsi, K., Maggiani, F., Damato, S., Halai, D., Berisha, F. et al. IDH1
and IDH2 mutations are frequent events in central chondrosarcoma and central
and periosteal chondromas but not in other mesenchymal tumours. J. Pathol.
224, 334–343 (2011).

13. Ward, P. S., Patel, J., Wise, D. R., Abdel-Wahab, O., Bennett, B. D., Coller, H. A. et al.
The common feature of leukemia-associated IDH1 and IDH2 mutations is a
neomorphic enzyme activity converting alpha-ketoglutarate to 2-
hydroxyglutarate. Cancer Cell 17, 225–234 (2010).

14. Ward, P. S., Cross, J. R., Lu, C., Weigert, O., Abel-Wahab, O., Levine, R. L. et al.
Identification of additional IDH mutations associated with oncometabolite R
(-)-2-hydroxyglutarate production. Oncogene 31, 2491–2498 (2012).

15. Dang, L., White, D. W., Gross, S., Bennett, B. D., Bittinger, M. A., Driggers, E. M.
et al. Cancer-associated IDH1 mutations produce 2-hydroxyglutarate. Nature
462, 739–744 (2009).

16. Losman, J. A. & Kaelin, W. G. Jr. What a difference a hydroxyl makes: mutant IDH,
(R)-2-hydroxyglutarate, and cancer. Genes Dev. 27, 836–852 (2013).

17. Prensner, J. R. & Chinnaiyan, A. M. Metabolism unhinged: IDH mutations in
cancer. Nat. Med. 17, 291–293 (2011).

18. Reitman, Z. J., Jin, G., Karoly, E. D., Spasojevic, I., Yang, J., Kinzler, K. W. et al.
Profiling the effects of isocitrate dehydrogenase 1 and 2 mutations on the
cellular metabolome. Proc. Natl Acad. Sci. USA 108, 3270–3275 (2011).

19. Borodovsky, A., Seltzer, M. J. & Riggins, G. J. Altered cancer cell metabolism in
gliomas with mutant IDH1 or IDH2. Curr. Opin. Oncol. 24, 83–89 (2012).

20. Grassian, A. R., Parker, S. J., Davidson, S. M., Divakaruni, A. S., Green, C. R., Zhang,
X. et al. IDH1 mutations alter citric acid cycle metabolism and increase
dependence on oxidative mitochondrial metabolism. Cancer Res. 74, 3317–3331
(2014).

21. Ohka, F., Ito, M., Ranjit, M., Senga, T., Motomura, A., Motomura, K. et al. Quan-
titative metabolome analysis profiles activation of glutaminolysis in glioma with
IDH1 mutation. Tumour Biol. 35, 5911–5920 (2014).

22. Maus, A. & Peters, G. J. Glutamate and alpha-ketoglutarate: key players in glioma
metabolism. Amino Acids 49, 21–32 (2017).

23. Waitkus, M. S., Pirozzi, C. J., Moure, C. J., Diplas, B. H., Hansen, L. J., Carpenter, A.
B. et al. Adaptive evolution of the GDH2 allosteric domain promotes glioma-
genesis by resolving IDH1(R132H)-induced metabolic liabilities. Cancer Res. 78,
36–50 (2018).

24. Seltzer, M. J., Bennett, B. D., Joshi, A. D., Gao, P., Thomas, A. G., Ferraris, D. V. et al.
Inhibition of glutaminase preferentially slows growth of glioma cells with
mutant IDH1. Cancer Res. 70, 8981–8987 (2010).

25. McBrayer, S. K., Mayers, J. R., DiNatale, G. J., Shi, D. D., Khanal, J., Chakraborty, A.
A. et al. Transaminase inhibition by 2-hydroxyglutarate impairs glutamate bio-
synthesis and redox homeostasis in glioma. Cell 175, 101–116 e125 (2018).

26. Reitman, Z. J., Duncan, C. G., Poteet, E., Winters, A., Yan, L. J., Gooden, D. M. et al.
Cancer-associated isocitrate dehydrogenase 1 (IDH1) R132H mutation and D-2-
hydroxyglutarate stimulate glutamine metabolism under hypoxia. J. Biol. Chem.
289, 23318–23328 (2014).

27. Le, A., Cooper, C. R., Gouw, A. M., Dinavahi, R., Maitra, A., Deck, L. M. et al.
Inhibition of lactate dehydrogenase A induces oxidative stress and inhibits
tumor progression. Proc. Natl Acad. Sci. USA 107, 2037–2042 (2010).

28. Doherty, J. R. & Cleveland, J. L. Targeting lactate metabolism for cancer ther-
apeutics. J. Clin. Invest. 123, 3685–3692 (2013).

29. Khurshed, M., Molenaar, R. J., Lenting, K., Leenders, W. P. & van Noorden, C. J. F.
In silico gene expression analysis reveals glycolysis and acetate anaplerosis in
IDH1 wild-type glioma and lactate and glutamate anaplerosis in IDH1-mutated
glioma. Oncotarget 8, 49165–49177 (2017).

30. Chesnelong, C., Chaumeil, M. M., Blough, M. D., Al-Najjar, M., Stechishin, O. D.,
Chan, J. A. et al. Lactate dehydrogenase A silencing in IDH mutant gliomas.
Neuro-Oncology 16, 686–695 (2014).

31. Chaumeil, M. M., Radoul, M., Najac, C., Eriksson, P., Viswanath, P., Blough, M. D.
et al. Hyperpolarized (13)C MR imaging detects no lactate production in mutant
IDH1 gliomas: implications for diagnosis and response monitoring. Neuroimage
Clin. 12, 180–189 (2016).

32. Victor, R. R., Malta, T. M., Seki, T., Lita, A., Dowdy, T., Celiku, O. et al. Metabolic
reprogramming associated with aggressiveness occurs in the G-CIMP-high
molecular subtypes of IDH1mut lower grade gliomas. Neuro-Oncology https://
doi.org/10.1093/neuonc/noz207 (2019).

33. Zhao, S., Lin, Y., Xu, W., Jiang, W., Zha, Z., Wang, P. et al. Glioma-derived
mutations in IDH1 dominantly inhibit IDH1 catalytic activity and induce HIF-
1alpha. Science 324, 261–265 (2009).

34. Koivunen, P., Lee, S., Duncan, C. G., Lopez, G., Lu, G., Ramkissoon, S. et al.
Transformation by the (R)-enantiomer of 2-hydroxyglutarate linked to EGLN
activation. Nature 483, 484–488 (2012).

35. Noushmehr, H., Weisenberger, D. J., Diefes, K., Phillips, H. S., Pujara, K., Berman, B.
P. et al. Identification of a CpG island methylator phenotype that defines a
distinct subgroup of glioma. Cancer Cell 17, 510–522 (2010).

36. Christensen, B. C., Smith, A. A., Zheng, S., Koestler, D. C., Houseman, E. A., Marsit,
C. J. et al. DNA methylation, isocitrate dehydrogenase mutation, and survival in
glioma. J. Natl Cancer Inst. 103, 143–153 (2011).

37. Unruh, D., Zewde, M., Buss, A., Drumm, M. R., Tran, A. N., Scholtens, D. M. et al.
Methylation and transcription patterns are distinct in IDH mutant gliomas
compared to other IDH mutant cancers. Sci. Rep. 9, 8946 (2019).

38. Tsukada, Y., Fang, J., Erdjument-Bromage, H., Warren, M. E., Borchers, C. H.,
Tempst, P. et al. Histone demethylation by a family of JmjC domain-containing
proteins. Nature 439, 811–816 (2006).

39. Xu, W., Yang, H., Liu, Y., Yang, Y., Wang, P., Kim, S. H. et al. Oncometabolite 2-
hydroxyglutarate is a competitive inhibitor of alpha-ketoglutarate-dependent
dioxygenases. Cancer Cell 19, 17–30 (2011).

40. Kohli, R. M. & Zhang, Y. TET enzymes, TDG and the dynamics of DNA deme-
thylation. Nature 502, 472–479 (2013).

41. Turcan, S., Rohle, D., Goenka, A., Walsh, L. A., Fang, F., Yilmaz, E. et al. IDH1
mutation is sufficient to establish the glioma hypermethylator phenotype.
Nature 483, 479–483 (2012).

42. Duncan, C. G., Barwick, B. G., Jin, G., Rago, C., Kapoor-Vazirani, P., Powell, D. R.
et al. A heterozygous IDH1R132H/WT mutation induces genome-wide altera-
tions in DNA methylation. Genome Res. 22, 2339–2355 (2012).

43. Turcan, S., Makarov, V., Taranda, J., Wang, Y., Fabius, A. W. M., Wu, W. et al.
Mutant-IDH1-dependent chromatin state reprogramming, reversibility, and
persistence. Nat. Genet. 50, 62–72 (2018).

44. Chowdhury, R., Yeoh, K. K., Tian, Y. M., Hillringhaus, L., Bagg, E. A., Rose, N. R.
et al. The oncometabolite 2-hydroxyglutarate inhibits histone lysine demethy-
lases. EMBO Rep. 12, 463–469 (2011).

45. Lu, C., Ward, P. S., Kapoor, G. S., Rohle, D., Turcan, S., Abdel-Wahab, O. et al. IDH
mutation impairs histone demethylation and results in a block to cell differ-
entiation. Nature 483, 474–478 (2012).

46. Ceccarelli, M., Barthel, F. P., Malta, T. M., Sabedot, T. S., Salama, S. R., Murray, B. A.
et al. Molecular profiling reveals biologically discrete subsets and pathways of
progression in diffuse glioma. Cell 164, 550–563 (2016).

47. Behrend, L., Henderson, G. & Zwacka, R. M. Reactive oxygen species in onco-
genic transformation. Biochem. Soc. Trans. 31, 1441–1444 (2003).

48. Reczek, C. R. & Chandel, N. S. The two faces of reactive oxygen species in cancer.
Annu. Rev. Cancer Biol. 1 1, 79–98 (2017).

49. Dixon, S. J. & Stockwell, B. R. The role of iron and reactive oxygen species in cell
death. Nat. Chem. Biol. 10, 9–17 (2014).

50. Itsumi, M., Inoue, S., Elia, A. J., Murakami, K., Sasaki, M., Lind, E. F. et al. Idh1 protects
murine hepatocytes from endotoxin-induced oxidative stress by regulating the
intracellular NADP(+)/NADPH ratio. Cell Death Differ. 22, 1837–1845 (2015).

51. Liu, Y., Lu, Y., Celiku, O., Li, A., Wu, Q., Zhou, Y. et al. Targeting IDH1-mutated
malignancies with NRF2 blockade. J. Natl Cancer Inst. 111, 1033–1041 (2019).

52. Shi, J., Sun, B., Shi, W., Zuo, H., Cui, D., Ni, L. et al. Decreasing GSH and increasing
ROS in chemosensitivity gliomas with IDH1 mutation. Tumour Biol. 36, 655–662
(2015).

53. Gilbert, M. R., Liu, Y., Neltner, J., Pu, H., Morris, A., Sunkara, M. et al. Autophagy
and oxidative stress in gliomas with IDH1 mutations. Acta Neuropathol. 127,
221–233 (2014).

54. Mohrenz, I. V., Antonietti, P., Pusch, S., Capper, D., Balss, J., Voigt, S. et al. Iso-
citrate dehydrogenase 1 mutant R132H sensitizes glioma cells to BCNU-induced
oxidative stress and cell death. Apoptosis 18, 1416–1425 (2013).

55. Cai, S. J., Liu, Y., Han, S. & Yang, C. Brusatol, an NRF2 inhibitor for future cancer
therapeutic. Cell Biosci. 9, 45 (2019).

56. Hollinshead, K. E. R., Munford, H., Eales, K. L., Bardella, C., Li, C., Escribano-
Gonzalez, C. et al. Oncogenic IDH1 mutations promote enhanced proline
synthesis through PYCR1 to support the maintenance of mitochondrial redox
homeostasis. Cell Rep. 22, 3107–3114 (2018).

57. Rohle, D., Popovici-Muller, J., Palaskas, N., Turcan, S., Grommes, C., Campos, C.
et al. An inhibitor of mutant IDH1 delays growth and promotes differentiation of
glioma cells. Science 340, 626–630 (2013).

58. DiNardo, C. D., Stein, E. M., de Botton, S., Roboz, G. J., Altman, J. K., Mims, A. S.
et al. Durable remissions with ivosidenib in IDH1-mutated relapsed or refractory
AML. N. Engl. J. Med. 378, 2386–2398 (2018).

59. Mellinghoff, I. K., Penas-Prado, M., Peters, K. B., Cloughesy, T. F., Burris, H. A. &
Maher, E. A. Phase 1 study of AG-881, an inhibitor of mutant IDH1/IDH2, in
patients with advanced IDH-mutant solid tumors, including glioma. J. Clin.
Oncol. 36, 2002–2002 (2018).

60. Popovici-Muller, J., Lemieux, R. M., Artin, E., Saunders, J. O., Salituro, F. G., Travins,
J. et al. Discovery of AG-120 (Ivosidenib): a first-in-class mutant IDH1 inhibitor for
the treatment of IDH1 mutant cancers. ACS Med. Chem. Lett. 9, 300–305 (2018).

IDH mutation in glioma: molecular mechanisms and potential therapeutic. . .
S Han et al.

8

https://doi.org/10.1093/neuonc/noz207
https://doi.org/10.1093/neuonc/noz207


61. Pusch, S., Krausert, S., Fischer, V., Balss, J., Ott, M., Schrimpf, D. et al. Pan-mutant
IDH1 inhibitor BAY 1436032 for effective treatment of IDH1 mutant astrocytoma
in vivo. Acta Neuropathol. 133, 629–644 (2017).

62. Chaturvedi, A., Herbst, L., Pusch, S., Klett, L., Goparaju, R., Stichel, D. et al. Pan-
mutant-IDH1 inhibitor BAY1436032 is highly effective against human IDH1
mutant acute myeloid leukemia in vivo. Leukemia 31, 2020–2028 (2017).

63. Johannessen, T. A., Mukherjee, J., Viswanath, P., Ohba, S., Ronen, S. M., Bjerkvig,
R. et al. Rapid conversion of mutant IDH1 from driver to passenger in a model of
human gliomagenesis. Mol. Cancer Res. 14, 976–983 (2016).

64. Sulkowski, P. L., Corso, C. D., Robinson, N. D., Scanlon, S. E., Purshouse, K. R., Bai,
H. et al. 2-Hydroxyglutarate produced by neomorphic IDH mutations suppresses
homologous recombination and induces PARP inhibitor sensitivity. Sci. Transl.
Med. 9, eaal2463 (2017).

65. Molenaar, R. J., Botman, D., Smits, M. A., Hira, V. V., van Lith, S. A., Stap, J. et al.
Radioprotection of IDH1-mutated cancer cells by the IDH1-mutant inhibitor AGI-
5198. Cancer Res. 75, 4790–4802 (2015).

66. Figueroa, M. E., Abdel-Wahab, O., Lu, C., Ward, P. S., Patel, J., Shih, A. et al.
Leukemic IDH1 and IDH2 mutations result in a hypermethylation phenotype,
disrupt TET2 function, and impair hematopoietic differentiation. Cancer Cell 18,
553–567 (2010).

67. Flavahan, W. A., Drier, Y., Liau, B. B., Gillespie, S. M., Venteicher, A. S., Stemmer-
Rachamimov, A. O. et al. Insulator dysfunction and oncogene activation in IDH
mutant gliomas. Nature 529, 110–114 (2016).

68. Turcan, S., Fabius, A. W., Borodovsky, A., Pedraza, A., Brennan, C., Huse, J. et al.
Efficient induction of differentiation and growth inhibition in IDH1 mutant
glioma cells by the DNMT inhibitor decitabine. Oncotarget 4, 1729–1736 (2013).

69. Borodovsky, A., Salmasi, V., Turcan, S., Fabius, A. W., Baia, G. S., Eberhart, C. G.
et al. 5-azacytidine reduces methylation, promotes differentiation and induces
tumor regression in a patient-derived IDH1 mutant glioma xenograft. Onco-
target 4, 1737–1747 (2013).

70. Dubbink, H. J., Taal, W., van Marion, R., Kros, J. M., van Heuvel, I., Bromberg, J. E.
et al. IDH1 mutations in low-grade astrocytomas predict survival but not
response to temozolomide. Neurology 73, 1792–1795 (2009).

71. Hartmann, C., Hentschel, B., Wick, W., Capper, D., Felsberg, J., Simon, M. et al.
Patients with IDH1 wild type anaplastic astrocytomas exhibit worse prognosis
than IDH1-mutated glioblastomas, and IDH1 mutation status accounts for the
unfavorable prognostic effect of higher age: implications for classification of
gliomas. Acta Neuropathol. 120, 707–718 (2010).

72. Houillier, C., Wang, X., Kaloshi, G., Mokhtari, K., Guillevin, R., Laffaire, J. et al. IDH1
or IDH2 mutations predict longer survival and response to temozolomide in
low-grade gliomas. Neurology 75, 1560–1566 (2010).

73. Chen, F., Bian, K., Tang, Q., Fedeles, B. I., Singh, V., Humulock, Z. T. et al. Onco-
metabolites d- and l-2-hydroxyglutarate inhibit the AlkB family DNA repair
enzymes under physiological conditions. Chem. Res. Toxicol. 30, 1102–1110
(2017).

74. Wang, P., Wu, J., Ma, S., Zhang, L., Yao, J., Hoadley, K. A. et al. Oncometabolite D-
2-hydroxyglutarate inhibits ALKBH DNA repair enzymes and sensitizes IDH
mutant cells to alkylating agents. Cell Rep. 13, 2353–2361 (2015).

75. Lu, Y., Kwintkiewicz, J., Liu, Y., Tech, K., Frady, L. N., Su, Y. T. et al. Chemosensi-
tivity of IDH1-mutated gliomas due to an impairment in PARP1-mediated DNA
repair. Cancer Res. 77, 1709–1718 (2017).

76. Sulkowski, P. L., Sundaram, R. K., Oeck, S., Corso, C. D., Liu, Y., Noorbakhsh, S.
et al. Krebs-cycle-deficient hereditary cancer syndromes are defined by
defects in homologous-recombination DNA repair. Nat. Genet. 50, 1086–1092
(2018).

77. Pang, Y., Lu, Y., Caisova, V., Liu, Y., Bullova, P., Huynh, T. T. et al. Targeting NAD
(+)/PARP DNA repair pathway as a novel therapeutic approach to SDHB-
mutated cluster I pheochromocytoma and paraganglioma. Clin. Cancer Res. 24,
3423–3432 (2018).

78. Cao, X., Lu, Y., Liu, Y., Zhou, Y., Song, H., Zhang, W. et al. Combination of PARP
inhibitor and temozolomide to suppress chordoma progression. J. Mol. Med.
(Berl.) 97, 1183–1193 (2019).

79. Lu, Y., Liu, Y., Pang, Y., Pacak, K. & Yang, C. Double-barreled gun: combination of
PARP inhibitor with conventional chemotherapy. Pharmacol. Ther. 188, 168–175
(2018).

80. Tateishi, K., Higuchi, F., Miller, J. J., Koerner, M. V. A., Lelic, N., Shankar, G. M. et al.
The alkylating chemotherapeutic temozolomide induces metabolic stress in
IDH1-mutant cancers and potentiates NAD(+) depletion-mediated cytotoxicity.
Cancer Res. 77, 4102–4115 (2017).

81. Tateishi, K., Wakimoto, H., Iafrate, A. J., Tanaka, S., Loebel, F., Lelic, N. et al.
Extreme vulnerability of IDH1 mutant cancers to NAD+ depletion. Cancer Cell
28, 773–784 (2015).

82. Ohba, S., Mukherjee, J., See, W. L. & Pieper, R. O. Mutant IDH1-driven cellular
transformation increases RAD51-mediated homologous recombination and
temozolomide resistance. Cancer Res. 74, 4836–4844 (2014).

83. Nunez, F. J., Mendez, F. M., Kadiyala, P., Alghamri, M. S., Savelieff, M. G., Garcia-
Fabiani, M. B. et al. IDH1-R132H acts as a tumor suppressor in glioma via epi-
genetic up-regulation of the DNA damage response. Sci. Transl. Med. 11,
eaaq1427 (2019).

84. Garten, A., Schuster, S., Penke, M., Gorski, T., de Giorgis, T. & Kiess, W. Physio-
logical and pathophysiological roles of NAMPT and NAD metabolism. Nat. Rev.
Endocrinol. 11, 535–546 (2015).

85. Madala, H. R., Punganuru, S. R., Arutla, V., Misra, S., Thomas, T. J., Srivenugopal, K.
S. Beyond brooding on oncometabolic havoc in IDH-mutant gliomas and AML:
current and future therapeutic strategies. Cancers (Basel) 10, 49 (2018).

86. Emadi, A., Jun, S. A., Tsukamoto, T., Fathi, A. T., Minden, M. D. & Dang, C. V.
Inhibition of glutaminase selectively suppresses the growth of primary acute
myeloid leukemia cells with IDH mutations. Exp. Hematol. 42, 247–251 (2014).

87. Elhammali, A., Ippolito, J. E., Collins, L., Crowley, J., Marasa, J. & Piwnica-Worms,
D. A high-throughput fluorimetric assay for 2-hydroxyglutarate identifies
Zaprinast as a glutaminase inhibitor. Cancer Discov. 4, 828–839 (2014).

88. Matre, P., Velez, J., Jacamo, R., Qi, Y., Su, X., Cai, T. et al. Inhibiting glutaminase in
acute myeloid leukemia: metabolic dependency of selected AML subtypes.
Oncotarget 7, 79722–79735 (2016).

89. Garrett, M., Sperry, J., Braas, D., Yan, W., Le, T. M., Mottahedeh, J. et al. Metabolic
characterization of isocitrate dehydrogenase (IDH) mutant and IDH wildtype
gliomaspheres uncovers cell type-specific vulnerabilities. Cancer Metab. 6, 4
(2018).

90. Chaturvedi, A., Araujo Cruz, M. M., Jyotsana, N., Sharma, A., Yun, H., Gorlich, K.
et al. Mutant IDH1 promotes leukemogenesis in vivo and can be specifically
targeted in human AML. Blood 122, 2877–2887 (2013).

91. Andronesi, O. C., Arrillaga-Romany, I. C., Ly, K. I., Bogner, W., Ratai, E. M., Reitz, K.
et al. Pharmacodynamics of mutant-IDH1 inhibitors in glioma patients probed
by in vivo 3D MRS imaging of 2-hydroxyglutarate. Nat. Commun. 9, 1474 (2018).

92. Tang, X., Fu, X., Liu, Y., Yu, D., Cai, S. J. & Yang, C. Blockade of glutathione
metabolism in IDH1-mutated glioma. Mol. Cancer Ther. 19, 221–230 (2020).

93. Ren, F., Zhao, Q., Huang, L., Zheng, Y., Li, L., He, Q. et al. The R132H mutation in
IDH1 promotes the recruitment of NK cells through CX3CL1/CX3CR1 chemotaxis
and is correlated with a better prognosis in gliomas. Immunol. Cell Biol. 97,
457–469 (2019).

94. Bunse, L., Pusch, S., Bunse, T., Sahm, F., Sanghvi, K., Friedrich, M. et al. Sup-
pression of antitumor T cell immunity by the oncometabolite (R)-2-hydro-
xyglutarate. Nat. Med. 24, 1192–1203 (2018).

95. Wang, Z., Zhang, C., Liu, X., Wang, Z., Sun, L., Li, G. et al. Molecular and clinical
characterization of PD-L1 expression at transcriptional level via 976 samples of
brain glioma. Oncoimmunology 5, e1196310 (2016).

96. Chen, L. & Han, X. Anti-PD-1/PD-L1 therapy of human cancer: past, present, and
future. J. Clin. Invest. 125, 3384–3391 (2015).

97. Mu, L., Long, Y., Yang, C., Jin, L., Tao, H., Ge, H. et al. The IDH1 mutation-induced
oncometabolite, 2-hydroxyglutarate, may affect DNA methylation and expres-
sion of PD-L1 in gliomas. Front Mol. Neurosci. 11, 82 (2018).

98. Rover, L. K., Gevensleben, H., Dietrich, J., Bootz, F., Landsberg, J., Goltz, D. et al.
PD-1 (PDCD1) promoter methylation is a prognostic factor in patients with
diffuse lower-grade gliomas harboring isocitrate dehydrogenase (IDH) muta-
tions. EBioMedicine 28, 97–104 (2018).

99. Kohanbash, G., Carrera, D. A., Shrivastav, S., Ahn, B. J., Jahan, N., Mazor, T. et al.
Isocitrate dehydrogenase mutations suppress STAT1 and CD8+ T cell accu-
mulation in gliomas. J. Clin. Invest. 127, 1425–1437 (2017).

100. Schumacher, T., Bunse, L., Pusch, S., Sahm, F., Wiestler, B., Quandt, J. et al. A
vaccine targeting mutant IDH1 induces antitumour immunity. Nature 512,
324–327 (2014).

101. Pellegatta, S., Valletta, L., Corbetta, C., Patane, M., Zucca, I., Riccardi Sirtori, F.
et al. Effective immuno-targeting of the IDH1 mutation R132H in a murine
model of intracranial glioma. Acta Neuropathol. Commun. 3, 4 (2015).

102. Platten, M., Schilling, D., Bunse, L., Wick, A., Bunse, T., Riehl, D. et al. A mutation-
specific peptide vaccine targeting IDH1R132H in patients with newly diagnosed
malignant astrocytomas: a first-in-man multicenter phase I clinical trial of the
German Neurooncology Working Group (NOA-16). J. Clin. Oncol. 36, 2001–2001
(2018).

103. Brennan, C. W., Verhaak, R. G., McKenna, A., Campos, B., Noushmehr, H., Salama, S.
R. et al. The somatic genomic landscape of glioblastoma. Cell 155, 462–477 (2013).

104. McEllin, B., Camacho, C. V., Mukherjee, B., Hahm, B., Tomimatsu, N., Bachoo, R. M.
et al. PTEN loss compromises homologous recombination repair in astrocytes:
implications for glioblastoma therapy with temozolomide or poly(ADP-ribose)
polymerase inhibitors. Cancer Res. 70, 5457–5464 (2010).

105. Tang, X., Fu, X., Liu, Y., Yu, D., Cai, S. J. & Yang, C. Blockade of glutathione
metabolism in IDH1-mutated glioma. Mol. Cancer Ther. https://doi.org/10.1158/
1535-7163.MCT-19-0103 (2019).

106. Klose, R. J., Kallin, E. M. & Zhang, Y. JmjC-domain-containing proteins and his-
tone demethylation. Nat. Rev. Genet. 7, 715–727 (2006).

IDH mutation in glioma: molecular mechanisms and potential therapeutic. . .
S Han et al.

9

https://doi.org/10.1158/1535-7163.MCT-19-0103
https://doi.org/10.1158/1535-7163.MCT-19-0103


107. Luchman, H. A., Stechishin, O. D., Dang, N. H., Blough, M. D., Chesnelong, C.,
Kelly, J. J. et al. An in vivo patient-derived model of endogenous IDH1-mutant
glioma. Neuro-Oncology 14, 184–191 (2012).

108. Luchman, H. A., Chesnelong, C., Cairncross, J. G. & Weiss, S. Spontaneous loss of
heterozygosity leading to homozygous R132H in a patient-derived IDH1 mutant
cell line. Neuro-Oncology 15, 979–980 (2013).

109. Mazor, T., Chesnelong, C., Pankov, A., Jalbert, L. E., Hong, C., Hayes, J. et al. Clonal
expansion and epigenetic reprogramming following deletion or amplification of
mutant IDH1. Proc. Natl Acad. Sci. USA 114, 10743–10748 (2017).

110. Piaskowski, S., Bienkowski, M., Stoczynska-Fidelus, E., Stawski, R., Sieruta, M.,
Szybka, M. et al. Glioma cells showing IDH1 mutation cannot be propagated in
standard cell culture conditions. Br. J. Cancer 104, 968–970 (2011).

111. Yang, B., Zhong, C., Peng, Y., Lai, Z. & Ding, J. Molecular mechanisms of “off-on
switch” of activities of human IDH1 by tumor-associated mutation R132H. Cell
Res. 20, 1188–1200 (2010).

112. Amankulor, N. M., Kim, Y., Arora, S., Kargl, J., Szulzewsky, F., Hanke, M. et al.
Mutant IDH1 regulates the tumor-associated immune system in gliomas. Genes
Dev. 31, 774–786 (2017).

113. Philip, B., Yu, D. X., Silvis, M. R., Shin, C. H., Robinson, J. P., Robinson, G. L. et al.
Mutant IDH1 promotes glioma formation in vivo. Cell Rep. 23, 1553–1564 (2018).

114. Tiburcio, P. D. B., Xiao, B., Chai, Y., Asper, S., Tripp, S. R., Gillespie, D. L. et al. IDH1
(R132H) is intrinsically tumor-suppressive but functionally attenuated by the
glutamate-rich cerebral environment. Oncotarget 9, 35100–35113 (2018).

115. Tiburcio, P. D. B., Xiao, B., Berg, S., Asper, S., Lyne, S., Zhang, Y. et al. Functional
requirement of a wild-type allele for mutant IDH1 to suppress anchorage-
independent growth through redox homeostasis. Acta Neuropathol. 135,
285–298 (2018).

116. Zhang, Y., Pusch, S., Innes, J., Sidlauskas, K., Ellis, M., Lau, J. et al. Mutant IDH
sensitizes gliomas to endoplasmic reticulum stress and triggers apoptosis via miR-
183-mediated inhibition of semaphorin 3E. Cancer Res. 79, 4994–5007 (2019).

117. Zhou, Y., Liu, Y., Zhang, J., Yu, D., Li, A., Song, H. et al. Autocrine BMP4 signaling
enhances tumor aggressiveness via promoting Wnt/beta-Catenin signaling in
IDH1-mutant gliomas. Transl. Oncol. 13, 125–134 (2019).

118. Yamashita, A. S., da Costa Rosa, M., Borodovsky, A., Festuccia, W. T., Chan, T. &
Riggins, G. J. Demethylation and epigenetic modification with 5-azacytidine
reduces IDH1 mutant glioma growth in combination with temozolomide. Neuro-
Oncology 21, 189–200 (2019).

119. Kopinja, J., Sevilla, R. S., Levitan, D., Dai, D., Vanko, A., Spooner, E. et al. A brain
penetrant mutant IDH1 inhibitor provides in vivo survival benefit. Sci. Rep. 7,
13853 (2017).

120. Wakimoto, H., Tanaka, S., Curry, W. T., Loebel, F., Zhao, D., Tateishi, K. et al.
Targetable signaling pathway mutations are associated with malignant phe-
notype in IDH-mutant gliomas. Clin. Cancer Res. 20, 2898–2909 (2014).

121. Viswanath, P., Radoul, M., Izquierdo-Garcia, J. L., Ong, W. Q., Luchman, H. A.,
Cairncross, J. G. et al. 2-Hydroxyglutarate-mediated autophagy of the endo-
plasmic reticulum leads to an unusual downregulation of phospholipid bio-
synthesis in mutant IDH1 gliomas. Cancer Res. 78, 2290–2304 (2018).

122. Karpel-Massler, G., Ishida, C. T., Bianchetti, E., Zhang, Y., Shu, C., Tsujiuchi, T. et al.
Induction of synthetic lethality in IDH1-mutated gliomas through inhibition of
Bcl-xL. Nat. Commun. 8, 1067 (2017).

123. Jiang, B., Zhao, W., Shi, M., Zhang, J., Chen, A., Ma, H. et al. IDH1 Arg-132 mutant
promotes tumor formation through down-regulating p53. J. Biol. Chem. 293,
9747–9758 (2018).

124. Suijker, J., Oosting, J., Koornneef, A., Struys, E. A., Salomons, G. S., Schaap, F. G.
et al. Inhibition of mutant IDH1 decreases D-2-HG levels without affecting
tumorigenic properties of chondrosarcoma cell lines. Oncotarget 6,
12505–12519 (2015).

125. Koncar, R. F., Chu, Z., Romick-Rosendale, L. E., Wells, S. I., Chan, T. A., Qi, X. et al.
PLK1 inhibition enhances temozolomide efficacy in IDH1 mutant gliomas.
Oncotarget 8, 15827–15837 (2017).

IDH mutation in glioma: molecular mechanisms and potential therapeutic. . .
S Han et al.

10


	IDH mutation in glioma: molecular mechanisms and potential therapeutic targets
	Background
	The biological impact of IDH-mutant neomorphic activity
	Metabolic reprogramming
	Epigenetic reprogramming
	Redox imbalance

	Novel molecular targeting strategies for IDH-mutant glioma
	Direct targeting of mutant IDH
	Epigenetic modulators
	Targeting DNA repair enzymes
	Targeting essential metabolic enzymes
	Targeting redox homoeostasis
	Immunotherapies

	Conclusions and future perspectives
	Acknowledgements
	Author contributions
	ADDITIONAL INFORMATION
	References




