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Glioblastoma multiforme (GBM) is the most common and aggressive form of brain 
cancer. Prognosis evaluation is of great significance in guiding individualized 
treatment and monitoring of GBM. By integrating different prognostic variables, 
nomograms simplify the statistical risk prediction model into numerical 
estimates for death or recurrence, and are hence widely applied in prognosis 
prediction. In the past two decades, the application of high-throughput 
profiling technology and the establishment of TCGA database and other public 
data deposits have provided opportunities to identify cancer-related molecules 
and prognostic biomarkers. As a result, both molecular features and clinical 
characteristics of cancer have been reported to be the key factors in nomogram 
model construction. This article comprehensively reviewed 35 studies of GBM 
nomograms, analyzed the present situation of GBM nomograms, and discussed the 
role and significance of nomograms in personalized risk assessment and clinical 
treatment decision-making. To facilitate the application of nomograms in the 
prognostic prediction of GBM patients, a website has been established for the 
online access of nomograms based on the studies of this review, which is called 
Consensus Nomogram Spectrum for Glioblastoma (CNSgbm) and is accessible through 
https://bioinfo.henu.edu.cn/nom/NomList.jsp.
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