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Abstract
Glioblastoma (GBM) is an aggressive primary brain tumor with high lethality. The typical treatment regimen includes 
post-surgical radiotherapy and temozolomide (TMZ) chemotherapy, which helps extend survival. Nevertheless, TMZ 
resistance occurs in approximately 50% of patients. This resistance is primarily associated with the expression of O6-meth-
ylguanine-DNA methyltransferase (MGMT), which repairs O6-methylguanine lesions generated by TMZ and is thought 
to be the major mechanism of drug resistance. Additionally, the mismatch repair and base excision repair pathways play 
crucial roles in TMZ resistance. Emerging studies also point to drug transport mechanisms, glioma stem cells, and the 
heterogeneous tumor microenvironment as additional influences on TMZ resistance in gliomas. A better understanding 
of these mechanisms is vital for developing new treatments to improve TMZ effectiveness, such as DNA repair inhibitors, 
inhibitors of multidrug transporting proteins, TMZ analogs, and combination therapies targeting multiple pathways. 
This article discusses the main resistance mechanisms and potential strategies to counteract resistance in GBM patients, 
aiming to broaden the understanding of these mechanisms for future research and to explore the therapeutic effects of 
traditional Chinese medicines and their active components in overcoming TMZ resistance.
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MLH1	� MutL homologue 1
MSH2	� MutS homologue 2
PMS2	� Postmeiotic segregation 2
EXO1	� Exonuclease 1
LIG1	� DNA ligase I
APE1	� Apurinic/apyrimidinic endonuclease 1
HTATIP2	� HIV-1 Tat interactive protein 2
MPG	� N-Methylpurine DNA Glycosylase
PARP1	� Poly (ADP-ribose) polymerase 1
BTB	� Brain tumor barrier
TPSA	� Topological polar surface area
PSA	� Polar surface area
GLUT-1	� Glucose transporter-1
MMPs	� Matrix metalloproteinases
VEGF	� Vascular endothelial growth factor
SLC	� Solute carrier
GSCs	� Glioma stem cells
SHH	� Sonic hedgehog
HIF-1	� Hypoxia-inducible factor 1
CQ	� Chloroquine
HCQ	� Hydroxychloroquine
DAS	� Daurisoline
TME	� Tumor microenvironment
MDSCs	� Myeloid-derived suppressor cells
GAMs	� Glioma-associated macrophages
EVs	� Extracellular vesicles
PARPi	� PARP inhibitors
CAXII	� Carbonic anhydrase II
ADC	� Apparent diffusion coefficient
ADAM	� A Disintegrin and Metalloprotease
KDM1A	� Lysine-specific histone demethylase 1A
BiA	� 6′-Bromoindirubin-3′-acetoxime
IDO1	� Indoleamine 2,3-dioxygenase 1
THC	� Δ9-Tetrahydrocannabinol
PD-L1	� Programmed cell death 1 ligand 1
TSN	� Toosendanin
GM-CSF	� Granulocyte-macrophage colony-stimulating factor
RFA	� RTK-fatty acid-gene signature
TCM	� Traditional Chinese Medicine
WDR1	� WD repeat domain 1
PDCs	� Patient-derived glioma cells
ORl	� Ornithogalum officinale

1  Introduction

Glioblastoma (GBM) is categorized as a grade IV glioma and is one of the deadliest adult brain tumors, comprising about 
49% of all malignant brain tumors [1]. It is a highly invasive condition with a median survival time of approximately 
12–15 months post-diagnosis, and less than 5% of patients live longer than 5 years [2]. While the precise etiology and 
mechanisms behind GBM pathogenesis are not yet fully elucidated, several tumorigenic processes have been pinpointed 
as contributing factors to its development and progression. These intracellular events mainly include growth factor 
overexpression, cell cycle deregulation, angiogenesis, invasive migration, genetic instability and disrupted apoptosis 
[3]. Exposure to ionizing radiation is also considered to be the most significant risk factor linked with GBM and is the 
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only known potentially modifiable risk factor [4]. At present, the conventional treatment for GBM comprises maximal 
surgical resection, succeeded by radiation and chemotherapy administered with temozolomide (TMZ), which is the 
primary chemotherapeutic drug for GBM treatment endorsed by the FDA. However, due to challenges like incomplete 
tumor removal and emerging resistance to TMZ, 90% of cases recur at the original tumor site, leading to limited survival 
improvements for patients [5].

A substantial challenge impacting the development and effective utilisation of any anticancer agent targeting the 
central nervous system (CNS) is the blood–brain barrier (BBB). The BBB comprises the outermost layer of blood vessels 
within the brain and spinal cord, limits the efficacy of therapeutic drugs for GBM by hampering their delivery to the 
CNS [6]. Up to this point, the most effective chemotherapeutic drugs that exhibit improved penetration across the 
BBB/blood–brain tumor barrier (BBTB) for the treatment of GBM include TMZ, Lomustine (CCNU), procarbazine, and 
carboplatin [7]. Notably, when compared to other chemotherapeutic agents like carmustine (BCNU), CCNU, and platinum-
based drugs, TMZ stands out as the optimal choice, having demonstrated the most significant improvement in median 
survival time for GBM patients [8, 9]. Additionally, TMZ is frequently utilized in conjunction with radiotherapy. This 
combination not only facilitates the spontaneous transformation of TMZ into its active form within the brain but also 
enhances its permeability across the BBB [10]. Despite this, the effectiveness of TMZ is still limited by both intrinsic and 
acquired resistance mechanisms. Additionally, the genetic diversity and extensive infiltration capacity of GBM allow it to 
evade standard radiotherapy and chemotherapy treatments. This review discusses TMZ’s primary cytotoxic mechanisms, 
explores advanced strategies to enhance its effectiveness, and considers future directions for both basic investigations 
and clinical utilization in GBM treatment.

2 � Mechanism of TMZ action

The TMZ, a lipophilic prodrug (molecular weight: 194.154 g/mol), exhibits stability exclusively under acidic conditions 
[11, 12]. As a second-generation alkylating agent, TMZ can be administered orally and has a bioavailability close to 100%. 
It is a prodrug of imidazotetrazine that does not require hepatic activation. Under physiological pH conditions, TMZ 
rapidly becomes its active form, 5-(3-methyl-triazine) imidazole-4-carboxamide (MTIC), which is unstable and quickly 
hydrolyzes to form highly reactive methyl diazo cations [13]. These cations transfer their methyl groups to DNA, inducing 
cytotoxicity by methylation at specific sites: the N7 position of guanine (70%), the N3 position of adenine (10%), and 
the O6 position of guanine (5%) [14, 15]. Methylation at the O6 position of guanine is primarily responsible for TMZ-
related toxicity, leading to DNA replication errors that may cause G2/M phase arrest, potentially resulting in apoptosis, 
autophagy, or cellular senescence [16].

3 � Mechanisms of TMZ‑resistance in GBM

Resistance to TMZ and other anticancer drugs poses a significant challenge in treating GBM. TMZ resistance involves vari-
ous molecular pathways, as illustrated in Fig. 1. Potential mechanisms include the overactivation of DNA repair pathways, 
prevention of TMZ accumulation by multidrug transporters, and mediation by the heterogeneous tumor microenviron-
ment, which includes factors like glioma stem cell phenotypes, hypoxia, and protective autophagy, as illustrated in Fig. 1. 
Appreciating these mechanisms is fundamental for advancing new anticancer methods.

3.1 � Overactivation of DNA repair mechanisms

3.1.1 � MGMT‑mediated DNA repair

O6-methylguanine-DNA methyltransferase (MGMT) is vital for maintaining cellular genome stability by removing 
O6-MeG cytotoxic lesions caused by TMZ [17]. The MGMT promoter, which is rich in CpG sites, shows that methylation 
of these sites is inversely related to MGMT expression in GBM patients [18]. Approximately 45% of GBM cases exhibit 
MGMT promoter methylation [19], which is more common in gliomas with isocitrate dehydrogenase (IDH) mutations 
[20]. Studies in vitro have linked high MGMT expression to TMZ resistance, suggesting that GBM cells with high 
MGMT expression are more resistant to TMZ cytotoxicity than those without MGMT activity[21]. In GBM xenograft 
models, tumors with unmethylated MGMT promoters may show reduced response to long-term TMZ treatment 
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[22]. Therefore, demethylation of the MGMT promoter serves as a crucial regulator of MGMT gene expression 
and a significant predictor of TMZ treatment outcomes. However, recent studies have revealed that in a subset 
of recurrent glioma, genomic rearrangements of the MGMT can lead to MGMT overexpression, independent of 
promoter methylation status [23]. Furthermore, the combination of IDH mutation and MGMT promoter methylation 
has been shown to be directly associated with the best response rate to TMZ and is independently linked to 
favorable survival outcomes [24]. These findings indicate that the combination of IDH mutation status and MGMT 
promoter methylation may serve as a suitable clinical stratification factor for glioma patients, potentially guiding 
personalized treatment strategies.

3.1.2 �  Mismatch repair (MMR)

The MMR system, a highly conserved molecular pathway, serves to identify and repair errors including insertions, 
deletions, and nucleotide misincorporations that arise during DNA replication, recombination, and damage 
response processes [16]. The MMR system comprises various subunits of mismatch repair proteins, including MutL 
homologue 1 (MLH1), MutS homologue 2 (MSH2), MSH3, MSH6, and the mismatch repair endonuclease postmeiotic 
segregation 2 (PMS2), which associate to form heterodimers [25]. MutL homologs (MLH/PMS) and MutS homologs 
(MSH) are conserved across biological processes [26, 27]. Both MLH/PMS and MSH proteins possess ATP-binding 
and hydrolysis activities, which are essential for orchestrating downstream MMR excision events that ultimately 
remove the error-containing DNA strand [28–30]. Among them, MLH1 serves as the central component of the MMR 
pathway, functioning through its formation of a heterodimer (MutLα) with PMS2. MutLα can recognize mismatched 
DNA identified by MutSα (MSH2-MSH6) or MutSβ (MSH2-MSH3) and coordinates downstream repair processes. 
These repair processes involve exonuclease 1 (EXO1), DNA ligase I (LIG1), and proliferating cell nuclear antigen, 
which collectively correct replication errors that result in mismatched nucleotides or insertion-deletion loops in DNA 
[31–33]. Specifically, the MMR DNA repair process progresses through several sequential phases. In the initial stage, 
the recognition and attachment to mismatches are carried out by either the MSH2-MSH6 or MSH2-MSH3 subunits, 
contingent on the specific nucleotide base mismatch. The heterodimer subsequently interacts with the MLH1-PMS2 
complex to establish a tertiary complex, which facilitates the recruitment of necessary proteins for gap repair. The 
second stage is carried out by the EXO1 exonuclease, while the third stage involves repair and ligation by LIG1 [9].

Studies indicate that the MMR system holds significant importance in managing DNA damage triggered by DNA-
alkylating agents such as TMZ. If TMZ-induced O6-MeG adducts are not repaired by MGMT, they can incorrectly 
pair with thymine during DNA replication. The MMR system attempts to remove the mismatched thymine, leaving 
the methylated guanine, which leads to DNA double-strand breaks, disruption of the cell cycle, and induction of 
programmed cell death [16, 34]. As previously mentioned, the identification of TMZ-induced O6-MeG:T mismatches 
is initiated by the multiprotein complex MutSα, which consists of the heterodimer formed by MSH2 and MSH6. 
However, inactivation of MSH2 and MSH6 genes might fail to respond to TMZ-induced mismatches, associated with 
the cytotoxic effects of TMZ [35]. Yip et al. demonstrated that MSH2 suppression could lead to TMZ resistance in 
xenograft models [36]. Clinically, reduced expression and functionality of MSH6 are linked with tumor progression 
during TMZ therapy [37]. Nonetheless, Maxwell et al. [38] observed no correlation between MMR defects and TMZ 
chemoresistance at the clinical level, suggesting other pathways may also contribute to TMZ resistance in GBM.

Fig. 1   Potential mechanisms underlying resistance to TMZ in GBM. A: DNA repair mechanisms and TMZ resistance. At physiological pH, TMZ 
undergoes hydrolysis to form its active metabolite (MTIC), which is further converted into the pharmacologically active methyl diazonium. 
This alkylating agent engages in the methylation of the O6 and N7 positions of guanine and the N3 position of adenine residues in DNA, 
resulting in DSBs that subsequently activate apoptotic pathways in tumor cells. B: Barriers to BBB and BTB permeability and the heteroge-
neous tumor microenvironment. The BBB/BTB limits the delivery and infiltration of TMZ into tumor-infiltrated areas. Abnormal expression 
of membrane transporters, coupled with microenvironmental factors such as hypoxia and autophagy, reduces drug availability, thereby 
compromising the effectiveness of chemotherapy. Glioblastoma stem cells (GSCs) activate intrinsic signaling pathways essential for GBM 
proliferation, maintenance, and progression, contributing to TMZ chemoresistance. Moreover, GSCs can persist following treatment, result-
ing in tumor recurrence. TMZ, temozolomide; GBM, glioblastoma; BER, base excision repair; MGMT, methylguanine methyltransferase; MTIC, 
5-(3-Methyl-1-triazeno) imidazole-4-carboxamide; DSBs, DNA double strand breaks; BBB, blood–brain barrier; BTB, brain tumor barrier; ABC 
transporters, ATP-binding cassette transporters; SLC transporters, solute carrier transporters; SHH, Sonic hedgehog
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3.1.3 �  Base excision repair (BER)

Most cytotoxic lesions caused by TMZ, including N7-MeG and N3-MeA, is efficiently resolved through the base excision 
repair mechanism, a process that is vital for maintaining the viability of GBM cells [39]. The restoration process commences 
with the recognition and elimination of defective bases by a specific DNA glycosylase enzyme. Then, apurinic/apyrimidinic 
endonuclease 1 (APE1) processes the abasic sites, making a cut at the DNA’s 5′-end. DNA ligase and DNA polymerase 
subsequently complete the repair [16]. DNA glycosylases, as the initiating enzymes of the base BER pathway, exert 
their function in BER by mediating the removal of methylated purine adducts. The specific recognition capacity of DNA 
glycosylases determines the accuracy and efficiency of BER [33]. Moreover, elevated DNA glycosylase expression in 
GBM typically correlates with unfavorable outcomes and TMZ resistance. Recent investigations have revealed that HIV-1 
Tat interactive protein 2 (HTATIP2), also called TIP30 or CC3, functions as a negative regulator of importin β-mediated 
cytoplasmic-nuclear protein translocation [40–42]. In gliomas, epigenetic silencing or functional loss of HTATIP2 correlates 
with poor clinical prognosis [43, 44]. Analysis of the DNA methylome in GBM has identified recurrent epigenetic silencing 
of HTATIP2. This silencing may augment the capacity of GBM cells to repair treatment-induced lesions by promoting the 
nuclear localization of BER enzyme N-Methylpurine DNA Glycosylase (MPG), thereby fostering treatment resistance [45].

Among the BER components, poly (ADP-ribose) polymerase 1 (PARP1) serves a critical function in identifying and 
signaling the presence of DNA damage. It repairs single-strand DNA breaks during BER and assists in recruiting MGMT 
proteins to fix O6-methylguanine residues. Overexpression of PARP1 is generally linked with enhanced resistance to 
TMZ chemotherapy and lower survival prospects in individuals with glioma [46]. Additionally, inhibiting PARP leads to 
an increase in DNA double-stranded breaks, making PARP-deficient cells more susceptible to carcinogens [47]. Thus, 
targeting BER could potentially enhance the response to TMZ and manage resistance in GBM.

3.2 �  Increase drug efflux and decrease uptake, impede intracellular TMZ accumulation

3.2.1 �  Brain/brain tumor permeability barriers: drug efflux transporters

Despite TMZ, an alkylating agent, having a good clinical effect on newly diagnosed GBM patients, up to 50% of patients 
still have a poor response to TMZ treatment. Mechanistically, the presence of these two barriers further limits the 
delivery and penetration of TMZ into the tumor-infiltrating area: the BBB and the brain tumor barrier (BTB) [2]. The 
topological polar surface area (TPSA) has been extensively employed as a predictive indicator for BBB/BTB permeability 
in pharmaceutical research [48]. Studies have unveiled a linear relationship between brain penetrability and dynamic 
polar surface area (PSA), indicating that the efficiency of BBB penetration declines as PSA values rise [49]. CNS drugs 
typically demonstrate significantly lower TPSA values compared to non-CNS therapeutics, with the optimal range for 
BBB penetration generally falling below 76 Å2 (25–60 Å2) [50]. Notably, although multiple studies have demonstrated 
favorable CNS penetration of TMZ [51, 52], its TPSA (106 Å2) [53] substantially exceeds the estimated threshold for BBB 
permeability (76 Å2), suggesting potential challenges in traversing both the BBB and BTB. GBM tumors are shielded by 
the BBB, which functions as a preliminary filter in their resistance mechanisms. A healthy BBB features continuous tight 
junctions consisting of astrocytes and pericytes. This characteristic permits the passive diffusion of selective substances, 
including small molecules (< 500 Da) and lipophilic compounds, across the BBB into the CNS, thereby maintaining 
homeostasis [54]. In contrast, larger or hydrophilic molecules rely on specialized transporters for penetration, including 
the glucose transporter-1 (GLUT-1) or members of the ABC transporter protein family [55]. The ABC transporter proteins 
are located on the luminal side (blood side) of the BBB endothelium and are capable of excreting foreign substances out 
of cells, reducing drug accumulation in the brain and rendering treatment ineffective[56]. These transporters include 48 
genes across 7 subfamilies, from ABCA to ABCG [57]. Notably, only three ATP-driven efflux pumps, ABCB1 (P-gp/MDR1), 
ABCG2 (BCRP), and ABCC1 (MRP1), are actively involved in chemoresistance in vivo [58]. Research has demonstrated 
that P-gp identifies and transports approximately 60% of anticancer agents out of cells, decreasing intracellular drug 
levels and reducing therapeutic efficacy. Increased expression of P-glycoprotein (P-gp), which is encoded by the MDR1 
gene, is linked to unfavorable prognoses and chemoresistance in glioma cases [59]. Furthermore, TMZ is recognized as a 
substrate for P-gp and BCRP, with the expression of these transporters is commonly upregulated following exposure to 
chemotherapeutic agents. TMZ penetrates the brain 1.5-fold more effectively in P-gp and BCRP knockout mice than in 
wild-type mice [60]. Consequently, the upregulation of ABC transporters is associated with the emergence of acquired 
resistance, making these efflux transporters promising candidates for overcoming TMZ resistance.
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GBM has been demonstrated to induce aberrations in the blood–brain barrier, leading to the formation of blood-tumor 
barrier, which is typically characterized by a disorganized structure and non-uniform permeability [6]. Moreover, GBM 
cells release vascular endothelial growth factor (VEGF), matrix metalloproteinases (MMPs), scatter factor/hepatocyte 
growth factor (SF/HGF), and certain chemokines and cytokines, all of which contribute to the formation of the BTB. 
Due to the heterogeneity of BTB, cancerous cells typically have hypoxic regions where therapeutic delivery is limited, 
thus exacerbating drug resistance in GBM [61–63]. Some studies suggest that the tight junction integrity among brain 
endothelial cells may be impaired in both primary and metastatic brain tumors, attributed to the expansion of the 
perivascular space and BBB dysfunction. As a result, the BTB seems to impose fewer osmotic restrictions than the BBB. 
However, the complexity in these tumors is compounded by the overexpression of drug efflux transporters at the BTB, 
which might mitigate the effects of increased passive diffusion [35]. Both the blood–brain barrier and blood-tumor barrier 
vasculature may exhibit P-gp expression, facilitating the expulsion of drugs from cells [64]. The protective function of 
P-gp is greatly weakened in tumor necrotic regions due to a compromised BTB. In contrast, P-gp activity is apparent at 
the tumor margins where the BBB remains intact [65]. This finding has significant clinical relevance for the successful 
treatment of GBM patients post-surgical resection, as the overexpression of tumor-specific P-gp impedes the penetration 
of chemotherapeutic drugs into the brain [66]. Inhibiting ABC transporters, particularly through agents like P-gp inhibitors 
and small interfering RNAs (siRNAs), is being explored to reduce drug efflux and improve TMZ effectiveness against 
glioma.

Taken together, the BBB/BTB impedes the arrival of multiple chemotherapeutic agents, including TMZ, to the GBM 
tumor infiltration areas in the brain, presenting a significant challenge to effective GBM treatment. Despite multiple 
strategies having been investigated to boost intracerebral drug delivery efficiency to the brain—such as drug chemical 
modifications, efflux transporter suppression, and direct intra-tumoral injection—the mechanisms governing the 
pathological changes in the BBB that affect drug delivery to the CNS remain incompletely understood. Continued efforts 
are needed to elucidate the complexities of the BBB and BTB, and to conduct comprehensive and precise preclinical 
assessments of drug efficacy in GBM.

3.2.2 �  Low expression of solute carrier (SLC) transporters inhibits drug uptake

The SLC transporter superfamily, comprising 439 transmembrane transporters divided into 65 subfamilies—60 of which 
are found in the brain [67]—plays a vital role in anticancer drug resistance by regulating drug concentrations at target 
sites in both normal tissues and tumor-infiltrated areas. Specifically, the influx transporters primarily involved in cellular 
uptake of anticancer drugs, such as members of the SLCO and SLC22 families, are typically down-regulated in tumor 
cells concerning both expression and function. This limits the accumulation of anticancer agents within tumor cells, 
thereby leading to ineffective drug therapy [68]. Clinically relevant is the observation that SLC22A18 protein expression 
downregulation may serve as a predictive tumor biomarker for glioma patients receiving TMZ treatment. Research by 
Yang et al. demonstrated that silencing SATB1 increases SLC22A18 expression in human GBM cells, countering TMZ 
resistance [69]. Furthermore, high SLC22A18 expression has been shown to enhance the chemosensitivity of malignant 
glioma cells to the antitumor agent 1,3-bis(2-chloroethyl)-1-nitrosourea and improve glioma’s radiosensitivity by 
inhibiting DNA damage repair capacity, both in vitro and in vivo experiments [70].

To summarize, the inadequate expression and abnormal function of influx SLC transporters in malignant glioma 
cells are a key driver of therapeutic resistance. On the other hand, attempts to augment the limited efficacy of TMZ by 
increasing the dosage might lead to systemic toxicity. To address this, various strategies to enhance drug uptake into 
cancer cells, such as using prodrugs and targeting nanocarriers at transporter proteins, have been proposed and are 
currently under investigation.

3.3 � Heterogeneous tumor microenvironment

3.3.1 � Glioma stem cells (GSCs)

GSCs represent a distinct subset of GBM cells, defined by their strong tumorigenic properties and remarkable cellular 
plasticity. These cells exhibit unlimited proliferative potential, sustained self-renewal, and the ability to differentiate 
into multiple lineages [71]. Although they constitute only 3%–5% of GBM tumors [72], GSCs are crucial in driving 
treatment resistance and maintaining GBM cellular heterogeneity [73]. Stem cell niches consist of specific dynamic 
microenvironments that support the survival of stem cells throughout a lifetime [74]. Numerous in vitro experiments 
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have shown that cells expressing GSC markers are more resistant to TMZ exposure [75]. Major surface molecular markers 
of GSCs include CD133, SSEA1, ALDH1A3, nestin and SOX2. Nevertheless, the continuous evolution and reprogramming 
of these cells along the stemness-differentiation axis render it challenging to precisely recognize and target the whole 
GSC subpopulation within tumor tissues from a functional perspective [76, 77]. Additionally, GSCs activate intrinsic 
signaling pathways related to GBM growth, renewal, and development, such as Notch, Sonic hedgehog (SHH), and 
Wnt/β-catenin signaling pathways, which contribute to TMZ chemotherapy resistance [78]. Targeting these GSC-specific 
signal transduction pathways offers a promising direction for effective GBM treatment.

3.3.2 �  Hypoxia and autophagy

Tumor hypoxia is frequently associated with unfavorable outcomes in multiple aggressive cancers, such as GBM. 
Hypoxia-inducible factor 1 (HIF-1) serves as an essentia transcription factor under hypoxic conditions, modulating the 
expression of numerous genes to orchestrate the adaptive response of tumor cells to hypoxia. As cancer and stromal 
cells expand, they decrease oxygen availability, leading to hypoxia through HIF-1α, which promotes cancer progression 
and treatment resistance [79]. Studies suggest that targeting HIF-1α, particularly in combination with other anticancer 
drugs or therapies, can suppress tumorigenesis and significantly enhance chemosensitivity. Ding et al. conducted in vivo 
studies using anti-PD-L1 antibody in combination with HIF-1α inhibitor (PX-478), finding that the combination therapy 
has a more significant anti-cancer effect in terms of both tumor proliferation and survival compared to each therapy alone 
[60]. Notably, PX-478 also enhances the intracranial efficacy of anti-PD-L1 antibody in a glioma model (Luci + GL261), 
suggesting that inhibiting HIF-1α expression, in conjunction with immunotherapies, could be a promising strategy to 
advance glioma treatment.

Autophagy is a protective mechanism triggered by hypoxia, enabling the degradation of unnecessary proteins and 
damaged organelles. It often activates following cytotoxic treatments to maintain mitochondrial function and minimize 
DNA damage, thereby playing a crucial role in developing drug resistance [80]. For instance, acute TMZ treatment 
inhibits PI3K/AKT/mTOR signaling and transiently induces autophagy, leading to resistance in GBM therapy [81]. Current 
clinical trials are exploring autophagy inhibitors, including chloroquine (CQ) and hydroxychloroquine (HCQ) to suppress 
protective autophagy in GBM cells, potentially enhancing the efficacy of TMZ treatment [82, 83]. Recent studies indicate 
that Daurisoline (DAS) disrupts TMZ-triggered autophagy by targeting the PI3K/AKT/mTOR signaling pathway effectively, 
enhancing TMZ chemosensitivity [84]. Consequently, regulating autophagy offers a promising strategy against glioma.

3.3.3 �  Immuno‑suppressive tumor microenvironment

The therapeutic resistance to immunotherapy in GBM patients is mainly attributed to the augmented acquired 
immunosuppressive capacity of tumor cells and the alteration of the immunosuppressive tumor microenvironment 
(TME). Elucidating the mechanisms of immunosuppressive TME-mediated therapy resistance is essential for minimizing 
GBM recurrence. The immunosuppressive microenvironment in GBM exhibits a complex composition, encompassing 
immunosuppressive cytokines, extracellular vesicles, chemokines secreted by glioma cells and glioma-initiating cells, 
as well as various immunosuppressive cell populations [85]. In particular, recent investigations have emphasized the 
involvement of immunosuppressive cells, including M2-polarized macrophages and myeloid-derived suppressor cells 
(MDSCs), in mediating immune suppression and tumor resistance in the GBM microenvironment [86–88]. GBM tumor 
cells are known to ‘hijack’ the immune microenvironment to facilitate their growth and evade immune surveillance. 
Several studies have noted that glioma-associated macrophages (GAMs) promote the transition to a mesenchymal-like 
state, correlating with heightened resistance to chemo- and radiotherapy [89, 90]. Additionally, genes responsible for 
detecting tumor cells and signals, as well as initiating immune responses, were found to be downregulated in microglia 
from GBM mice, whereas genes facilitating tumor progression were upregulated [91]. Studies indicate that adjuvant 
immunotherapy targeting specific antigens can decrease survival in TMZ-resistant GBM cells, highlighting the role of 
GBM’s immune microenvironment in evading TMZ-induced cell death [92, 93]. However, despite the success of immune-
targeting therapies like monoclonal antibodies in other cancers, their efficacy in GBM clinical trials has been limited, 
hindering their progress [94]. Emerging evidence has revealed that the intercellular trafficking of lipids, nucleic acids, 
and proteins through extracellular vesicles (EVs) can facilitate chemoresistance. A notable example is the EV-mediated 
transfer of MGMT mRNA from tumor-associated regulatory astrocytes to GBM cells, which has been shown to confer a 
TMZ-resistant phenotype [95]. Moreover, EVs harboring miR-3591-3p [96] and miR-1246 [97] are capable of inducing 
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M2 macrophage polarization, thereby exacerbating immunosuppression under hypoxic conditions. Studies have also 
demonstrated that exosomes derived from TMZ-resistant GBM cells can enhance the survival of TMZ-sensitive cells, 
confirming that EVs promote tumor progression and therapeutic resistance by altering cellular functions [98].

Collectively, the immunosuppressive TME of GBM facilitates TMZ resistance through a variety of mechanisms, 
including the infiltration of immunosuppressive cells, the secretion of immunosuppressive factors, defects in antigen 
presentation, and metabolic reprogramming. Targeting these mechanisms with novel therapeutic strategies, such as 
immune checkpoint inhibitors, oncolytic virus therapy, and the reprogramming of tumor-associated macrophages (TAMs), 
may effectively overcome TMZ resistance, enhance tumor cell death, and ultimately improve therapeutic efficacy.

4 �  Approaches to Overcome TMZ‑resistance in GBM

4.1 �  DNA‑targeting agents

Based on the aforementioned molecular mechanisms, researchers have identified several compounds targeting the 
MGMT, MMR, and BER systems to improve TMZ’s therapeutic effects. High MGMT gene expression in glioma is connected 
with resistance to TMZ treatment. Novel compounds, EPIC-0307 [99] and EPIC-0412 [100], discovered through high-
throughput screening, inhibit DNA damage repair responses and reduce MGMT expression in GBM cells via an epigenetic 
pathway, enhancing TMZ’s efficacy. Clinically, their combination with TMZ has been demonstrated to enhance survival 
benefits in GBM patients. Additionally, PARP inhibitors (PARPi), including olaparib and veliparib, reinstate chemosensitivity 
to TMZ in MSH6-null MMR-deficient GBM cells [101]. This PARPi-induced effect does not involve BER inhibition and 
cannot be replicated by knocking out PARP1 [101]. Combining PARPi and TMZ is seen as an innovative strategy to 
counteract chemoresistance in glioma. Promising PARP inhibitors, including niraparib, veliparib, olaparib, and pamiparib, 
are currently being evaluated in combination with TMZ in clinical trials for GBM patients [102].

Multiple studies highlight the role of APE-1 enzyme activity in regulating resistance to TMZ in glioma. Across in vitro 
and in vivo experiments, Cho et al. illustrated that NTX reduces APE-1 expression, thereby inhibiting tumor growth and 
inversely correlating with the apparent diffusion coefficient (ADC) of TMZ-resistant GBM [103]. Furthermore, Demple et al. 
[104] observed in several cancer cell lines that significant downregulation of APE-1 is associated with reduced growth 
and invasion in resistant cells, while having limited cytotoxic effects on TMZ-sensitive cell lines. These studies suggest 
that APE-1 is a promising target for malignant glioma treatment, and the design of small molecule inhibitors targeting 
APE-1 could offer extensive therapeutic benefits for glioma patients.

4.2 �  Inhibitors of multidrug transporting proteins

Higher expression of MRP1 and P-gp in glioma and their role in active transport across the BBB identify these drug efflux 
transporters as potential targets to enhance TMZ’s effectiveness in GBM. Reversan, a pyrazolopyrimidine compound 
discovered from a systemic compound library, significantly enhances TMZ chemosensitivity both in primary and recurrent 
GBM tumor cells as a novel MRP1 inhibitor [105]. Additionally, the well-known dual P-gp and BCRP inhibitor elacridar 
(GF120918) increased the BBB permeability of TMZ by 1.5-fold and enhanced its anticancer effects in intracranial tumor-
implanted mice [60]. An alternative strategy involves targeting carbonic anhydrase II (CAXII), which regulates intracellular/
extracellular pH to efficiently facilitate P-gp function. Salaroglio et al. [106] observed co-expression of CAXII and P-gp 
in glioma neurospheres, noting that Psammaplin C, a CAXII inhibitor, suppressed P-gp-driven TMZ efflux and enhanced 
TMZ’s anticancer efficacy in glioma. These findings suggest that inhibiting efflux transporter proteins may increase 
intracellular TMZ bioavailability and re-sensitize GBM cells to TMZ.

As an alternative strategy, drug repurposing—also known as drug repositioning or therapeutic switching—has gained 
traction as an innovative strategy for identifying effective modulators of drug efflux transporters in clinical settings [107]. 
One of the outstanding advantages of this new strategy is that it circumvents the lengthy timelines and high expenses 
associated with the new drug development process, thereby delivering novel therapeutic agents against gliomas in a 
relatively short period of time. During the past few years, drug repurposing has contributed to approximately 30% of new 
drug and vaccine approvals by the FDA [108]. These repurposed therapeutic agents exhibit well-defined pharmacological 
mechanisms, proven administration strategies, and extensively researched pharmacological and toxicological profiles. 
This allows for theoretical predictions regarding their pharmacokinetics and adverse effects at both preclinical and 
clinical levels [109]. Erlotinib, a tyrosine kinase inhibitor (TKI) targeting EGFR, is approved for treating locally advanced or 
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metastatic non-small cell lung cancer (NSCLC) in patients who have not responded to at least one previous chemotherapy 
treatment. Evidence suggests that erlotinib not only exerts anti-tumor effects by inhibiting EGFR but also modulates 
the transmembrane transport function of specific ABC transporters, reversing ABCB1- and ABCB2-mediated multidrug 
resistance (MDR) in cancer cells [110]. Jessian et al. demonstrated that erlotinib, an EGFR kinase inhibitor, reduced P-gp 
levels and sensitized GBM cells to TMZ. Combination therapies using EGFR inhibitors and the alkylating agent TMZ may 
provide additional clinical benefits for overcoming chemoresistance. Additionally, cediranib is an investigational small 
molecule oral multi-receptor TKI that has undergone evaluation in a Phase III clinical trial for managing recurrent GBM 
patients (NCT00777153) [107]. Cediranib effectively overcomes chemoresistance driven by ABCC1 and ABCB1 through 
directly suppressing the drug efflux function and expression levels of both transporters [111]. In conclusion, repurposing 
existing drugs for assessment in clinically relevant GBM models, together with advanced technologies to predicting, 
validating, and improving CNS penetration, is anticipated to boost the number of effective GBM treatments that advance 
to clinical arena.

4.3 � Targeting the tumor microenvironment

The TME encompasses both organismal milieu and tumor-specific ecological niche, which collectively regulate the growth 
and invasion of GBM [112]. Existing studies confirm that TMZ chemoresistance can be effectively reversed by targeting 
and modulating the TME. Tumor-associated macrophages and microglia (TAMs), as major immune cell populations 
within the TME, are potential regulators of the response to TMZ. Members of the metzincin superfamily, such as MMPs 
and A Disintegrin and Metalloprotease (ADAM), play crucial roles in mediating cellular communication within the TME. 
ADAM8 has been shown to activate the HB-EGF/EGFR signaling pathway, upregulate CCL2 expression and promote TAM 
recruitment in GBM. This process further induces ADAM8 expression in GBM cells to mediate TMZ chemoresistance [113]. 
Therefore, modulating the ADAM8-dependent positive feedback loop between TAMs and GBM cells can help sensitize 
GBM to TMZ chemotherapy. GSCs effectively repair DNA damage induced by standard therapies, thereby contributing to 
resistance. The epigenetic modifier lysine-specific histone demethylase 1A (KDM1A/LSD1), which is highly expressed in 
GBM, is crucial for the DNA double-strand break repair capacity of GSCs. Inhibition of KDM1A impairs both homologous 
recombination and non-homologous end-joining repair pathways, thereby sensitizing cells to TMZ. Additionally, the 
KDM1A inhibitor NCD-38 exhibits good BBB permeability and knockdown of KDM1A enhances the efficacy of TMZ both 
in vitro and in vivo. The combination of TMZ with KDM1A inhibitors may emerge as a novel therapeutic strategy for GBM 
[114].

Notably, certain active ingredients of TCM and their derivatives can precisely target the TME and exert anti-tumor 
effects by modulating therapeutic resistance. Indirubin, a natural product present in indigo plants and is also an active 
ingredient in the TCM formula Dang Gui Long Hui Wan. Sean et al. [115] discovered that the chemical derivative of 
indirubin, 6’-bromoindirubin-3ʹ-acetoxime (BiA), can slow the growth of GBM in mice. In vitro and animal experiments 
have demonstrated that indirubin and its derivatives possess broad anti-inflammatory and anti-tumor effects. A 
nanoparticle formulation of BiA, PPRX-1701, has been developed. Intravenous administration of PPRX-1701 can reduce the 
expression of the key enzyme indoleamine 2,3-dioxygenase 1 (IDO1) in the immunosuppressive tumor microenvironment 
of GBM, thereby blocking the growth of brain tumors in GBM mouse models and improving survival rates [116]. Previous 
studies have shown the presence of endocannabinoid receptors within the tumor microenvironment, suggesting that 
these receptors may serve as promising therapeutic targets for GBM [117]. Subcutaneous or intracranial implantation 
of human-derived or syngeneic glioma cells into immunodeficient murine models or immunocompetent rats have 
confirmed the anti-glioma efficacy of Δ9-Tetrahydrocannabinol (THC) and other cannabinoid receptor agonists [118, 
119]. These preclinical studies provide compelling evidence supporting the therapeutic potential of combining TMZ 
and oral cannabinoids to target the TME in the treatment of GBM.

4.4 � Immunotherapy

The immunosuppressive TME, blood–brain barrier, and both intratumoral and intertumoral heterogeneity collectively 
impede the application of immunotherapy in GBM. To reverse immunosuppression and augment the immune response 
against GBM, a variety of immunotherapeutic strategies have been employed, including immune checkpoint inhibitors, 
chimeric antigen receptor (CAR) T-cell therapy, multiantigen vaccines, oncolytic viruses, and retroviruses [120, 121]. 
Yong et al. [122] demonstrated that the small-molecule compound toosendanin (TSN) effectively reverses macrophage-
mediated tumor immune suppression, thereby promoting T-cell infiltration, activation, and reducing T-cell exhaustion, 
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which collectively enhance antitumor immunity in GBM in mouse models. Furthermore, the combination of TSN 
treatment with immune checkpoint blockade successfully induces regression of syngeneic GBM tumors in mice. These 
results indicate that TSN may serve as a promising therapeutic compound for blocking tumor immune suppression and 
circumventing resistance to T cell-based immunotherapy in GBM. The upregulation of immunosuppressive molecules 
secreted by GBM, including indoleamine 2,3-dioxygenase (IDO) and programmed cell death 1 ligand 1 (PD-L1), has 
been implicated in the initiation of immune suppression. Siglec-9 has been identified as a novel macrophage immune 
checkpoint molecule that can be targeted to potentiate the efficacy of anti-PD-1/PD-L1 immunotherapy in GBM [123]. 
This study further demonstrates that integrating single-cell analysis of human samples with translational studies in mice 
can effectively uncover novel immune checkpoint-based immunotherapies. Another line of evidence demonstrates 
that MS4A4A inhibition attenuates M2-polarized TAM infiltration, modulates ferroptosis-related gene expression, and 
enhance the responsiveness of PD-1 immunotherapy via remodeling of the immunosuppressive microenvironment 
[124]. Furthermore, Liu et al. [125] reported that the nano-co-delivery of TMZ and small interfering PD-L1 (siPD-L1) 
significantly suppressed the growth of orthotopic TMZ-resistant GBM and prolonged survival in rat models by reversing 
TMZ resistance and remodeling the immunosuppressive tumor microenvironment. The TMZ/siPD-L1@GLPN/dsb 
nanocomplex demonstrated promising therapeutic potential for treating orthotopic TMZ-resistant GBM.

Novel immunotherapeutic approaches have been extensively investigated in various preclinical and clinical trials, 
with combination therapies emerging as an innovative strategy to enhance treatment efficacy. Oncolytic viruses exert 
anti-glioma effects by directly lysing tumor cells, subsequently releasing tumor antigens that activate systemic immune 
responses. This therapeutic pathway may be further potentiated through synergistic combinations with dendritic cell 
vaccines and immune checkpoint inhibitors [126]. Viruses can serve as vectors to transduce genes encoding cytokines and 
other suicide genes to damage glioma cells. However, rational design of combination immunotherapy requires thorough 
mechanistic understanding. While granulocyte–macrophage colony-stimulating factor (GM-CSF) demonstrates potential 
for cytokine therapy, CSF inhibitors offer targeted modulation of TAMs. Importantly, these two immunotherapeutic 
approaches may exhibit antagonistic effects when combined [127], highlighting the need for careful therapeutic strategy 
optimization. Future research endeavors should focus on elucidating the optimal combinations of immunotherapies, 
optimizing the timing of treatment administration, and identifying novel therapeutic targets and strategies. Such 
advancements are crucial for mitigating adverse side effects and enhancing the antitumor immune response against 
GBM.

4.5 �  Combination drug therapy

Currently, combining TMZ with other anti-tumor agents or therapies is a prominent strategy for treating drug-resistant 
glioma. The addition of common chemotherapeutic agents to TMZ enhances patient survival and introduces new 
possibilities for effective GBM treatment. For example, the efficacy of TMZ combined with statins is being explored in 
both in vivo and clinical trials, and attempts are being made to elucidate their synergistic mechanisms in treating GBM 
[25, 128]. Numerous preclinical studies have demonstrated that statins have unique anticancer properties and are safe, 
non-toxic, and well-tolerated, suggesting that statins are suitable for investigation in well-designed prospective clinical 
trials [129]. However, these medications can occasionally lead to neuromuscular side effects, constituting approximately 
two-thirds of all reported adverse events. The spectrum of muscle-related adverse events encompasses spasticity, 
weakness, myalgia, immune-mediated necrotizing myopathy, and, in less common instances, rhabdomyolysis [130]. A 
study reported that the combinatorial therapy of TMZ, EGFR-TKI, and atorvastatin significantly inhibited GBM growth and 
reversed the immunosuppressive microenvironment, thereby extending the survival duration of GBM patients exhibiting 
high RTK-fatty acid-gene signature (RFA) scores [131]. The findings revealed the metabolic reprogramming mechanism 
in EGFR-activated GBM and provided a predictive marker-guided, precise combination therapeutic program for the 
clinical management of GBM [131]. Notably, although statins have proven effective in tackling some of the disadvantages 
and toxic side effects of standard cancer therapies, the molecular mechanisms behind these improvements necessitate 
additional investigation to support the rational use of statins in combination with anticancer drugs [132]. Furthermore, 
therapeutic combinations of TMZ with other innovative compounds have been designed to enhance chemosensitivity. 
Dey et al. demonstrated through in vitro and in vivo studies that the co-administration of an atypical PKC inhibitor with 
TMZ synergistically promotes apoptosis in GBM tumor cells, reduces tumor invasion and abnormal proliferation, and 
enhances GBM cells sensitivity to TMZ [133]. Thus, combination chemotherapy may offer more effective anti-tumor 
activity and help prevent the development of chemo-resistance (Table 1).
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Traditional Chinese Medicine (TCM), a key element of complementary and alternative medicine, raises concerns 
regarding its therapeutic toxicity and safety. Nevertheless, standardized application and optimal treatment strategies 
can minimize the toxic side effects associated with TCM [134]. Combining active ingredients from TCM with TMZ shows 
potential for enhancing sensitization, creating synergistic effects, and reducing adverse effects caused by TMZ. Previ-
ous research indicates that active components like ginsenoside Rg3 can reduce proliferation and induce apoptosis by 
activating the AKT and MEK signaling pathways [135]. Gambogic amide (GA-amide), an analogue of gambogic acid 
(GAC), is a principal active constituent of the traditional Chinese medicine gamboge. Qu et al. revealed that the tumor-
enriched small molecule GA-amide inhibits glioma growth by targeting WDR1-dependent cytoskeletal remodeling. 
Mechanistically, GA-amide directly interacts with WD repeat domain 1 (WDR1), accelerates the depolymerization of 
F-actin, inhibits the invasion of patient-derived glioma cells (PDCs), and induces apoptosis in PDCs via the mitochondrial 
apoptotic pathway [136]. This study not only identifies GA-amide as a safe and effective therapeutic agent for glioma but 
also elucidates its underlying mechanisms from the perspective of cytoskeletal homeostasis. A recent study reported 
that CF-ME, an methanolic extract of the traditional Chinese medicine Cimicifuga foetida, induced G1-phase cell cycle 
arrest, promoted apoptosis via caspase activation, and triggered autophagy. Additionally, CF-ME also inhibited GBM cell 
invasion, migration and adhesion. In combination with TMZ, CF-ME further reduced GBM cell viability in a synergistic 
manner [137]. Muscone, one of the pharmacologically active components of Moschus, exhibits BBB permeability and 
has emerged as a potential antitumor agent. Recent work by Zou et al. [138] revealed that muscone suppresses TOP2A, 
a critical DNA repair enzyme, via the EGFR/integrin β1/FAK signaling axis, ultimately resensitizing TMZ-resistant GBM 
cells to anoikis. These findings position muscone as a promising adjunctive therapy for TMZ-resistant GBM, particularly 
in tumors with aberrantly high TOP2A expression. Ornithogalum officinale (ORI), a bioactive compound purified from the 
traditional Chinese herb Rabdosia rubescens, exhibits potent anticancer properties. Wang et al. [139] demonstrated that 
ORI significantly inhibits cell proliferation and induces apoptosis in a dose-dependent manner in U87MG glioblastoma 
cells, primarily by suppressing the Hippo/YAP signaling pathway. Furthermore, in a glioma xenograft mouse model, ORI 
effectively reduced both tumor weight and volume, confirming the antitumor efficacy. Therefore, this multi-level, multi-
targeted pathway could introduce new opportunities for treating or providing adjunct therapy for GBM. Here, we list 
various active components and derivatives from TCM that have been leveraged to optimize the therapeutic response 
to TMZ in GBM patients (Table 1).

4.6 �  Novel TMZ analogs

Several analogs share a similar mode of action with TMZ but are immune to the resistance mechanisms associated 
with TMZ. Kingson et al. [164] leveraged the low MGMT expression in glioma cells to develop KL-50, a compound 
structurally akin to TMZ. KL-50 demonstrates a more potent specific effect on GBM cells without causing drug resistance, 
positioning it as a potential candidate for clinical GBM treatment. Additionally, TMZ analogs such as C8-imidazolyl and 
C8-methylimidazolotetrazine exhibited strong anticancer effects on MGMT-overexpressing T98G glioma cell lines by 
inducing G2/M cell cycle arrest, DNA double-strand breaks, and apoptosis [165]. Furthermore, Rai et al. synthesized an 
N,N-dimethyl carboxamide analog of TMZ that has a brain/plasma (B/P) ratio 30 times higher than that of TMZ, enhancing 
DNA alkylation activity and brain permeability. However, these promising in vitro results did not translate into tumor 
suppression in in vivo studies [166]. Future research will thus focus on evaluating the in vivo efficacy in orthotopic GBM 
xenograft models and further defining the toxicity and therapeutic window of these agents.

5 � Conclusions and Future Perspectives

TMZ functions by inducing apoptosis via DNA damage and is a mainstay drug in treating GBM patients. However, GBM’s 
chemoresistance to TMZ is driven by various molecular mechanisms, presenting a multifaceted challenge. Given the 
genomic heterogeneity of GBM and the involvement of multiple signaling pathways, monotherapy often falls short. 
Consequently, an effective therapeutic strategy for GBM will require combination therapies targeting several pathways. 
Additionally, developing novel TMZ analogs holds promise for improving clinical management of GBM.

TCM active ingredients and derivatives show a wide range of pharmacological activities in glioma. Nonetheless, 
most current studies of TCM for TMZ-resistant GBM focus on mouse ectopic tumor models and glioma cell lines, which 
may not adequately represent the tumor microenvironment’s complexity. Consequently, the current focus for medical 
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practitioners is on effectively integrating and applying TCM preparations in clinical settings, which necessitates thorough 
research to discover and leverage innovative approaches. Future investigations into GBM’s molecular biology and the 
optimization of drug delivery strategies are expected to uncover new therapeutic targets and compensatory mechanisms. 
Particularly, combining immunotherapy and nanomedicine could provide valuable insights into managing TMZ-resistant 
GBM effectively.

Acknowledgements  We thank Charlesworth author services for language help and BioRender.com for Figure drafting.

Author contributions  X.G. and D.Q. developed the idea and revised the manuscript; J.P. prepared and drafted the manuscript; K.Y., J.T., Y.Q. 
and Y.L. searched the literature; J.F. and Z.L. created the figure; H.Z., Z.T. and L.L. constructed the table. All authors have read and approved 
the final version of the manuscript.

Funding  This study was supported by the National Natural Science Foundation of China (82160442), Yunnan Province Biological Medicine 
Major Special Project (202302AA310022), Kunming Medical University Joint Special Project (202001AY070001-127), and Yunnan Province 
Xingdian Talent Support Program (XDYC-YLWS-2023-0065).

Data availability  No datasets were generated or analysed during the current study.

Declarations 

Competing interests  The authors declare no competing interests.

Open Access   This article is licensed under a Creative Commons Attribution-NonCommercial-NoDerivatives 4.0 International License, which 
permits any non-commercial use, sharing, distribution and reproduction in any medium or format, as long as you give appropriate credit to 
the original author(s) and the source, provide a link to the Creative Commons licence, and indicate if you modified the licensed material. You 
do not have permission under this licence to share adapted material derived from this article or parts of it. The images or other third party 
material in this article are included in the article’s Creative Commons licence, unless indicated otherwise in a credit line to the material. If 
material is not included in the article’s Creative Commons licence and your intended use is not permitted by statutory regulation or exceeds 
the permitted use, you will need to obtain permission directly from the copyright holder. To view a copy of this licence, visit http://​creat​iveco​
mmons.​org/​licen​ses/​by-​nc-​nd/4.​0/.

References

	 1.	 Schaff LR, Mellinghoff IK. Glioblastoma and other primary brain malignancies in adults: a review. JAMA. 2023;329(7):574–87.
	 2.	 Janjua TI, Rewatkar P, Ahmed-Cox A, Saeed I, Mansfeld FM, Kulshreshtha R, Kumeria T, Ziegler DS, Kavallaris M, Mazzieri R, Popat A. 

Frontiers in the treatment of glioblastoma: past, present and emerging. Adv Drug Deliv Rev. 2021;171:108–38.
	 3.	 Esemen Y, Awan M, Parwez R, Baig A, Rahman S, Masala I, Franchini S, Giakoumettis D. Molecular pathogenesis of glioblastoma in adults 

and future perspectives: a systematic review. Int J Mol Sci. 2022;23(5):2607.
	 4.	 Tan AC, Ashley DM, López GY, Malinzak M, Friedman HS, Khasraw M. Management of glioblastoma: state of the art and future directions. 

CA Cancer J Clin. 2020;70(4):299–312.
	 5.	 Zheng X, Tang Q, Ren L, Liu J, Li W, Fu W, Wang J, Du G. A narrative review of research progress on drug therapies for glioblastoma mul-

tiforme. Ann Transl Med. 2021;9(11):943.
	 6.	 Arvanitis CD, Ferraro GB, Jain RK. The blood–brain barrier and blood–tumour barrier in brain tumours and metastases. Nat Rev Cancer. 

2020;20(1):26–41.
	 7.	 Wang D, Wang C, Wang L, Chen Y. A comprehensive review in improving delivery of small-molecule chemotherapeutic agents overcom-

ing the blood–brain/brain–tumor barriers for glioblastoma treatment. Drug Deliv. 2019;26(1):551–65.
	 8.	 Hardell L, Carlberg M, Mild KH. Epidemiological evidence for an association between use of wireless phones and tumor diseases. Patho-

physiology. 2009;16(2–3):113–22.
	 9.	 Ortiz R, Perazzoli G, Cabeza L, Jiménez-Luna C, Luque R, Prados J, Melguizo C. Temozolomide: an updated overview of resistance mecha-

nisms, nanotechnology advances and clinical applications. Curr Neuropharmacol. 2021;19(4):513–37.
	 10.	 Lim M, Xia Y, Bettegowda C, Weller M. Current state of immunotherapy for glioblastoma. Nat Rev Clin Oncol. 2018;15(7):422–42.
	 11.	 Yin J, Wang X, Ge X, Ding F, Shi Z, Ge Z, Huang G, Zhao N, Chen D, Zhang J, Agnihotri S, Cao Y, Ji J, Lin F, Wang Q, Zhou Q, Wang X, You Y, 

Lu Z, Qian X. Hypoxanthine phosphoribosyl transferase 1 metabolizes temozolomide to activate ampk for driving chemoresistance of 
glioblastomas. Nat Commun. 2023;14(1):5913.

	 12.	 Tomar MS, Kumar A, Srivastava C, Shrivastava A. Elucidating the mechanisms of temozolomide resistance in gliomas and the strategies 
to overcome the resistance. Biochim Biophys Acta Rev Cancer. 2021;1876(2): 188616.

	 13.	 Stéphanou A, Ballesta A. Ph as a potential therapeutic target to improve temozolomide antitumor efficacy: a mechanistic modeling 
study. Pharmacol Res Perspect. 2019;7(1): e00454.

	 14.	 Fan CH, Liu WL, Cao H, Wen C, Chen L, Jiang G. O6-methylguanine DNA methyltransferase as a promising target for the treatment of 
temozolomide-resistant gliomas. Cell Death Dis. 2013;4(10): e876.

	 15.	 Arora A, Somasundaram K. Glioblastoma vs temozolomide: can the red queen race be won? Cancer Biol Ther. 2019;20(8):1083–90.

http://creativecommons.org/licenses/by-nc-nd/4.0/
http://creativecommons.org/licenses/by-nc-nd/4.0/


Vol:.(1234567890)

Review	  
Discover Oncology          (2025) 16:731  | https://doi.org/10.1007/s12672-025-02567-3

	 16.	 Lang F, Liu Y, Chou FJ, Yang C. Genotoxic therapy and resistance mechanism in gliomas. Pharmacol Ther. 2021;228: 107922.
	 17.	 Shaw R, Basu M, Karmakar S, Ghosh MK. Mgmt in tmz-based glioma therapy: multifaceted insights and clinical trial perspectives. Biochim 

Biophys Acta Mol Cell Res. 2024;1871(3): 119673.
	 18.	 Costello JF, Futscher BW, Kroes RA, Pieper RO. Methylation-related chromatin structure is associated with exclusion of transcription fac-

tors from and suppressed expression of the O-6-methylguanine DNA methyltransferase gene in human glioma cell lines. Mol Cell Biol. 
1994;14(10):6515–21.

	 19.	 Zhang K, Wang XQ, Zhou B, Zhang L. The prognostic value of Mgmt promoter methylation in glioblastoma multiforme: a meta-analysis. 
Fam Cancer. 2013;12(3):449–58.

	 20.	 Mellai M, Monzeglio O, Piazzi A, Caldera V, Annovazzi L, Cassoni P, Valente G, Cordera S, Mocellini C, Schiffer D. Mgmt promoter hyper-
methylation and its associations with genetic alterations in a series of 350 brain tumors. J Neurooncol. 2012;107(3):617–31.

	 21.	 Hegi ME, Diserens AC, Gorlia T, Hamou MF, de Tribolet N, Weller M, Kros JM, Hainfellner JA, Mason W, Mariani L, Bromberg JE, Hau P, 
Mirimanoff RO, Cairncross JG, Janzer RC, Stupp R. Mgmt gene silencing and benefit from temozolomide in glioblastoma. N Engl J Med. 
2005;352(10):997–1003.

	 22.	 Cen L, Carlson BL, Pokorny JL, Mladek AC, Grogan PT, Schroeder MA, Decker PA, Anderson SK, Giannini C, Wu W, Ballman KV, Kitange 
GJ, Sarkaria JN. Efficacy of protracted temozolomide dosing is limited in Mgmt unmethylated Gbm xenograft models. Neuro Oncol. 
2013;15(6):735–46.

	 23.	 Oldrini B, Vaquero-Siguero N, Mu Q, Kroon P, Zhang Y, Galán-Ganga M, Bao Z, Wang Z, Liu H, Sa JK, Zhao J, Kim H, Rodriguez-Perales S, 
Nam DH, Verhaak RGW, Rabadan R, Jiang T, Wang J, Squatrito M. Mgmt genomic rearrangements contribute to chemotherapy resistance 
in gliomas. Nat Commun. 2020;11(1):3883.

	 24.	 Chai R, Li G, Liu Y, Zhang K, Zhao Z, Wu F, Chang Y, Pang B, Li J, Li Y, Jiang T, Wang Y. Predictive value of Mgmt promoter methylation on 
the survival of Tmz treated Idh-mutant glioblastoma. Cancer Biol Med. 2021;18(1):272–82.

	 25.	 Hajiahmadi S, Lorzadeh S, Iranpour R, Karima S, Rajabibazl M, Shahsavari Z, Ghavami S. Temozolomide, simvastatin and acetylshikonin 
combination induces mitochondrial-dependent apoptosis in GBM cells, which is regulated by autophagy. Biology. 2023;12(2):302.

	 26.	 Fishel R. Mismatch repair. J Biol Chem. 2015;290(44):26395–403.
	 27.	 Kunkel TA, Erie DA. DNA mismatch repair. Annu Rev Biochem. 2005;74:681–710.
	 28.	 Kadyrov FA, Dzantiev L, Constantin N, Modrich P. Endonucleolytic function of mutlalpha in human mismatch repair. Cell. 

2006;126(2):297–308.
	 29.	 Liu J, Hanne J, Britton BM, Bennett J, Kim D, Lee JB, Fishel R. Cascading Muts and Mutl sliding clamps control DNA diffusion to activate 

mismatch repair. Nature. 2016;539(7630):583–7.
	 30.	 Charbonnier JB. Tandem regulation of Muts activity by Atp and DNA during Mmr initiation. Nat Struct Mol Biol. 2022;29(1):5–7.
	 31.	 Liu J, Lee R, Britton BM, London JA, Yang K, Hanne J, Lee JB, Fishel R. Mutl sliding clamps coordinate exonuclease-independent Escherichia 

coli mismatch repair. Nat Commun. 2019;10(1):5294.
	 32.	 Guervilly JH, Blin M, Laureti L, Baudelet E, Audebert S, Gaillard PH. Slx4 dampens Mutsα-dependent mismatch repair. Nucleic Acids Res. 

2022;50(5):2667–80.
	 33.	 Wang H, Cao Q, Zhao Q, Arfan M, Liu W. Mechanisms used by DNA Mmr system to cope with cadmium-induced DNA damage in plants. 

Chemosphere. 2020;246: 125614.
	 34.	 Messaoudi K, Clavreul A, Lagarce F. Toward an effective strategy in glioblastoma treatment. Part I: resistance mechanisms and strategies 

to overcome resistance of glioblastoma to temozolomide. Drug Discov Today. 2015;20(7):899–905.
	 35.	 Karve AS, Desai JM, Gadgil SN, Dave N, Wise-Draper TM, Gudelsky GA, Phoenix TN, DasGupta B, Yogendran L, Sengupta S, Plas DR. A review 

of approaches to potentiate the activity of temozolomide against glioblastoma to overcome resistance. Int J Mol Sci. 2024;25(6):3217.
	 36.	 Yip S, Miao J, Cahill DP, Iafrate AJ, Aldape K, Nutt CL, Louis DN. Msh6 Mutations arise in glioblastomas during temozolomide therapy and 

mediate temozolomide resistance. Clin Cancer Res. 2009;15(14):4622–9.
	 37.	 Cahill DP, Levine KK, Betensky RA, Codd PJ, Romany CA, Reavie LB, Batchelor TT, Futreal PA, Stratton MR, Curry WT, Iafrate AJ, Louis DN. 

Loss of the mismatch repair protein msh6 in human glioblastomas is associated with tumor progression during temozolomide treat-
ment. Clin Cancer Res. 2007;13(7):2038–45.

	 38.	 Maxwell JA, Johnson SP, McLendon RE, Lister DW, Horne KS, Rasheed A, Quinn JA, Ali-Osman F, Friedman AH, Modrich PL, Bigner DD, 
Friedman HS. Mismatch repair deficiency does not mediate clinical resistance to temozolomide in malignant glioma. Clin Cancer Res. 
2008;14(15):4859–68.

	 39.	 Tang JB, Svilar D, Trivedi RN, Wang XH, Goellner EM, Moore B, Hamilton RL, Banze LA, Brown AR, Sobol RW. N-Methylpurine DNA glycosy-
lase and DNA polymerase beta modulate Ber inhibitor potentiation of glioma cells to temozolomide. Neuro Oncol. 2011;13(5):471–86.

	 40.	 Zhao J, Chen J, Lu B, Dong L, Wang H, Bi C, Wu G, Guo H, Wu M, Guo Y. Tip30 induces apoptosis under oxidative stress through stabiliza-
tion of P53 messenger Rna in human hepatocellular carcinoma. Cancer Res. 2008;68(11):4133–41.

	 41.	 Li X, Zhang Y, Cao S, Chen X, Lu Y, Jin H, Sun S, Chen B, Liu J, Ding J, Wu K, Fan D. Reduction of Tip30 correlates with poor prognosis of 
gastric cancer patients and its restoration drastically inhibits tumor growth and metastasis. Int J Cancer. 2009;124(3):713–21.

	 42.	 Zhu M, Yin F, Fan X, Jing W, Chen R, Liu L, Zhang L, Liu Y, Liang Y, Bu F, Tong X, Zheng H, Zhao J, Guo Y. Decreased Tip30 promotes snail-medi-
ated epithelial-mesenchymal transition and tumor-initiating properties in hepatocellular carcinoma. Oncogene. 2015;34(11):1420–31.

	 43.	 Hu Y, Chen F, Liu F, Liu X, Huang N, Cai X, Sun Y, Li A, Luo R. Overexpression of Tip30 inhibits the growth and invasion of glioma cells. Mol 
Med Rep. 2016;13(1):605–12.

	 44.	 Dong X, Deng Q, Nie X, Zhang M, Jia W, Chen C, Xu C, Xu R. Downregulation of Htatip2 expression is associated with promoter methyla-
tion and poor prognosis in glioma. Exp Mol Pathol. 2015;98(2):192–9.

	 45.	 Nguyen TT, Rajakannu P, Pham MDT, Weman L, Jucht A, Buri MC, Van Dommelen K, Hegi ME. Epigenetic silencing of Htatip2 in glioblastoma 
contributes to treatment resistance by enhancing nuclear translocation of the DNA repair protein Mpg. Mol Oncol. 2023;17(9):1744–62.

	 46.	 Murnyák B, Kouhsari MC, Hershkovitch R, Kálmán B, Marko-Varga G, Klekner Á, Hortobágyi T. PARP1 expression and its correlation with 
survival is tumour molecular subtype dependent in glioblastoma. Oncotarget. 2017;8(28):46348.



Vol.:(0123456789)

Discover Oncology          (2025) 16:731  | https://doi.org/10.1007/s12672-025-02567-3 
	 Review

	 47.	 Aguilar-Quesada R, Munoz-Gamez JA, Martin-Oliva D, Peralta-Leal A, Quiles-Perez R, Rodriguez-Vargas JM, Ruiz de Almodovar M, Conde 
C, Ruiz-Extremera A, Oliver FJ. Modulation of transcription by PARP-1: consequences in carcinogenesis and inflammation. Curr Med 
Chem. 2007;14(11):1179–87.

	 48.	 Gupta S, Basant N, Singh KP. Qualitative and quantitative structure–activity relationship modelling for predicting blood–brain barrier 
permeability of structurally diverse chemicals. SAR QSAR Environ Res. 2015;26(2):95–124.

	 49.	 Kelder J, Grootenhuis PD, Bayada DM, Delbressine LP, Ploemen JP. Polar molecular surface as a dominating determinant for oral 
absorption and brain penetration of drugs. Pharm Res. 1999;16(10):1514–9.

	 50.	 Ghose AK, Herbertz T, Hudkins RL, Dorsey BD, Mallamo JP. Knowledge-based, central nervous system (Cns) lead selection and lead 
optimization for Cns drug discovery. ACS Chem Neurosci. 2012;3(1):50–68.

	 51.	 Patel M, McCully C, Godwin K, Balis FM. Plasma and cerebrospinal fluid pharmacokinetics of intravenous temozolomide in non-
human primates. J Neurooncol. 2003;61(3):203–7.

	 52.	 Deligne C, Hachani J, Duban-Deweer S, Meignan S, Leblond P, Carcaboso AM, Sano Y, Shimizu F, Kanda T, Gosselet F, Dehouck MP, 
Mysiorek C. Development of a human in vitro blood–brain tumor barrier model of diffuse intrinsic pontine glioma to better under-
stand the chemoresistance. Fluids Barriers CNS. 2020;17(1):37.

	 53.	 Kim S, Chen J, Cheng T, Gindulyte A, He J, He S, Li Q, Shoemaker BA, Thiessen PA, Yu B, Zaslavsky L. PubChem 2025 update. Nucleic 
Acids Res. 2025;53(D1):D1516–25.

	 54.	 Azad TD, Pan J, Connolly ID, Remington A, Wilson CM, Grant GA. Therapeutic strategies to improve drug delivery across the blood–
brain barrier. Neurosurg Focus. 2015;38(3):E9.

	 55.	 Weidle UH, Niewöhner J, Tiefenthaler G. The blood–brain barrier challenge for the treatment of brain cancer, secondary brain 
metastases, and neurological diseases. Cancer Genomics Proteomics. 2015;12(4):167–77.

	 56.	 Gomez-Zepeda D, Taghi M, Scherrmann JM, Decleves X, Menet MC. ABC transporters at the blood–brain interfaces, their study 
models, and drug delivery implications in gliomas. Pharmaceutics. 2019;12(1):20.

	 57.	 Qiao Y, Chen ZJ, Liu J, Nan Z, Yang H. Genome-wide identification of Oryza sativa: a new insight for advanced analysis of ABC trans-
porter genes associated with the degradation of four pesticides. Gene. 2022;834:146613.

	 58.	 Fletcher JI, Williams RT, Henderson MJ, Norris MD, Haber M. Abc transporters as mediators of drug resistance and contributors to 
cancer cell biology. Drug Resist Updat. 2016;26:1–9.

	 59.	 Wang N, Zhang Q, Ning B, Luo L, Fang Y. Β-Asarone promotes temozolomide’s entry into glioma cells and decreases the expression 
of P-glycoprotein and Mdr1. Biomed Pharmacother. 2017;90:368–74.

	 60.	 de Gooijer MC, de Vries NA, Buckle T, Buil LCM, Beijnen JH, Boogerd W, van Tellingen O. Improved brain penetration and antitumor 
efficacy of temozolomide by inhibition of Abcb1 and Abcg2. Neoplasia. 2018;20(7):710–20.

	 61.	 Yalamarty SS, Filipczak N, Li X, Subhan MA, Parveen F, Ataide JA, Rajmalani BA, Torchilin VP. Mechanisms of resistance and current 
treatment options for glioblastoma multiforme (GBM). Cancers. 2023;15(7):2116.

	 62.	 Karim R, Palazzo C, Evrard B, Piel G. Nanocarriers for the treatment of glioblastoma multiforme: current state-of-the-art. J Control 
Release. 2016;227:23–37.

	 63.	 Mudassar F, Shen H, O’Neill G, Hau E. Targeting tumor hypoxia and mitochondrial metabolism with anti-parasitic drugs to improve 
radiation response in high-grade gliomas. J Exp Clin Cancer Res. 2020;39(1):208.

	 64.	 Oberoi RK, Parrish KE, Sio TT, Mittapalli RK, Elmquist WF, Sarkaria JN. Strategies to improve delivery of anticancer drugs across the 
blood–brain barrier to treat glioblastoma. Neuro Oncol. 2016;18(1):27–36.

	 65.	 Deeken JF, Löscher W. The blood–brain barrier and cancer: transporters, treatment, and trojan horses. Clin Cancer Res. 
2007;13(6):1663–74.

	 66.	 Cheshier SH, Kalani MY, Lim M, Ailles L, Huhn SL, Weissman IL. A neurosurgeon’s guide to stem cells, cancer stem cells, and brain tumor 
stem cells. Neurosurgery. 2009;65(2):237–50.

	 67.	 Anagnostakis F, Kokkorakis M, Markouli M, Piperi C. Impact of solute carrier transporters in glioma pathology: a comprehensive review. 
Int J Mol Sci. 2023;28;24(11):9393.

	 68.	 Puris E, Fricker G, Gynther M. The role of solute carrier transporters in efficient anticancer drug delivery and therapy. Pharmaceutics. 
2023;15(2):364.

	 69.	 Yang B, Ma YB, Chu SH. Silencing Satb1 overcomes temozolomide resistance by downregulating Mgmt expression and upregulating 
Slc22a18 expression in human glioblastoma cells. Cancer Gene Ther. 2018;25(11–12):309–16.

	 70.	 Chu SH, Zhou ZM, Karri S, Li ZQ, Zhao JM. In vitro and in vivo radiosensitization of human glioma U251 cells induced by upregulated 
expression of Slc22a18. Cancer Gene Ther. 2014;21(3):103–9.

	 71.	 Tang DG. Understanding cancer stem cell heterogeneity and plasticity. Cell Res. 2012;22(3):457–72.
	 72.	 Cho DY, Lin SZ, Yang WK, Lee HC, Hsu DM, Lin HL, Chen CC, Liu CL, Lee WY, Ho LH. Targeting cancer stem cells for treatment of glioblas-

toma multiforme. Cell Transplant. 2013;22(4):731–9.
	 73.	 Lytle NK, Barber AG, Reya T. Stem cell fate in cancer growth, progression and therapy resistance. Nat Rev Cancer. 2018;18(11):669–80.
	 74.	 Hicks MR, Pyle AD. The emergence of the stem cell niche. Trends Cell Biol. 2023;33(2):112–23.
	 75.	 Chen J, Li Y, Yu TS, McKay RM, Burns DK, Kernie SG, Parada LF. A restricted cell population propagates glioblastoma growth after chemo-

therapy. Nature. 2012;488(7412):522–6.
	 76.	 Eckerdt F, Platanias LC. Emerging role of glioma stem cells in mechanisms of therapy resistance. Cancers. 2023;15(13):3458.
	 77.	 Patel AP, Tirosh I, Trombetta JJ, Shalek AK, Gillespie SM, Wakimoto H, Cahill DP, Nahed BV, Curry WT, Martuza RL, Louis DN, Rozenblatt-

Rosen O, Suvà ML, Regev A, Bernstein BE. Single-cell Rna-Seq highlights intratumoral heterogeneity in primary glioblastoma. Science. 
2014;344(6190):1396–401.

	 78.	 Wang C, Li Q, Xiao J, Liu Y. Nanomedicine-based combination therapies for overcoming temozolomide resistance in glioblastomas. 
Cancer Biol Med. 2023;20(5):325–43.

	 79.	 Erin N, Grahovac J, Brozovic A, Efferth T. Tumor microenvironment and epithelial mesenchymal transition as targets to overcome tumor 
multidrug resistance. Drug Resist Updat. 2020;53: 100715.

	 80.	 Ulasov IV, Lenz G, Lesniak MS. Autophagy in glioma cells: an identity crisis with a clinical perspective. Cancer Lett. 2018;428:139–46.



Vol:.(1234567890)

Review	  
Discover Oncology          (2025) 16:731  | https://doi.org/10.1007/s12672-025-02567-3

	 81.	 Filippi-Chiela EC, Silva MM, Thomé MP, Lenz G. Single-cell analysis challenges the connection between autophagy and senescence 
induced by DNA damage. Autophagy. 2015;11(7):1099–113.

	 82.	 Compter I, Eekers DBP, Hoeben A, Rouschop KMA, Reymen B, Ackermans L, Beckervordersantforth J, Bauer NJC, Anten MM, Wesseling 
P, Postma AA, De Ruysscher D, Lambin P. Chloroquine combined with concurrent radiotherapy and temozolomide for newly diagnosed 
glioblastoma: a phase Ib trial. Autophagy. 2021;17(9):2604–12.

	 83.	 Rosenfeld MR, Ye X, Supko JG, Desideri S, Grossman SA, Brem S, Mikkelson T, Wang D, Chang YC, Hu J, McAfee Q, Fisher J, Troxel AB, 
Piao S, Heitjan DF, Tan KS, Pontiggia L, O’Dwyer PJ, Davis LE, Amaravadi RK. A phase I/Ii trial of hydroxychloroquine in conjunction with 
radiation therapy and concurrent and adjuvant temozolomide in patients with newly diagnosed glioblastoma multiforme. Autophagy. 
2014;10(8):1359–68.

	 84.	 Yin HT, Yang JH, Li Q, Li M, Zhao QQ, Wen ZP. Daurisoline suppress glioma progression by inhibiting autophagy through PI3K/AKT/mTOR 
pathway and increases TMZ sensitivity. Biochem Pharmacol. 2024;223:116113.

	 85.	 Miyazaki T, Ishikawa E, Sugii N, Matsuda M. Therapeutic strategies for overcoming immunotherapy resistance mediated by immunosup-
pressive factors of the glioblastoma microenvironment. Cancers. 2020;12(7):1960.

	 86.	 Wang S, Wang J, Chen Z, Luo J, Guo W, Sun L, Lin L. Targeting M2-like tumor-associated macrophages is a potential therapeutic approach 
to overcome antitumor drug resistance. NPJ Precis Oncol. 2024;8(1):31.

	 87.	 Ly KI, Richardson LG, Liu M, Muzikansky A, Cardona J, Lou K, Beers AL, Chang K, Brown JM, Ma X, Reardon DA, Arrillaga-Romany IC, Forst 
DA, Jordan JT, Lee EQ, Dietrich J, Nayak L, Wen PY, Chukwueke U, Giobbie-Hurder A, Choi BD, Batchelor TT, Kalpathy-Cramer J, Curry WT, 
Gerstner ER. Bavituximab decreases immunosuppressive myeloid-derived suppressor cells in newly diagnosed glioblastoma patients. 
Clin Cancer Res. 2023;29(16):3017–25.

	 88.	 Lin YJ, Wu CY, Wu JY, Lim M. The role of myeloid cells in Gbm immunosuppression. Front Immunol. 2022;13: 887781.
	 89.	 Bhat KP, Balasubramaniyan V, Vaillant B, Ezhilarasan R, Hummelink K, Hollingsworth F, Wani K, Heathcock L, James JD, Goodman LD, Conroy 

S. Mesenchymal differentiation mediated by NF-κB promotes radiation resistance in glioblastoma. Cancer Cell. 2013;24(3):331–46.
	 90.	 Hara T, Chanoch-Myers R, Mathewson ND, Myskiw C, Atta L, Bussema L, Eichhorn SW, Greenwald AC, Kinker GS, Rodman C, Castro 

LN. Interactions between cancer cells and immune cells drive transitions to mesenchymal-like states in glioblastoma. Cancer Cell. 
2021;39(6):779–92.

	 91.	 Maas SLN, Abels ER, Van De Haar LL, Zhang X, Morsett L, Sil S, Guedes J, Sen P, Prabhakar S, Hickman SE, Lai CP, Ting DT, Breakefield 
XO, Broekman MLD, El Khoury J. Glioblastoma hijacks microglial gene expression to support tumor growth. J Neuroinflammation. 
2020;17(1):120.

	 92.	 Oliver L, Lalier L, Salaud C, Heymann D, Cartron PF, Vallette FM. Drug resistance in glioblastoma: are persisters the key to therapy? Cancer 
Drug Resist. 2020;3(3):287–301.

	 93.	 Noh H, Zhao Q, Yan J, Kong LY, Gabrusiewicz K, Hong S, Xia X, Heimberger AB, Li S. Cell surface vimentin-targeted monoclonal antibody 
86c increases sensitivity to temozolomide in glioma stem cells. Cancer Lett. 2018;433:176–85.

	 94.	 Liu Y, Zhou F, Ali H, Lathia JD, Chen P. Immunotherapy for glioblastoma: current state, challenges, and future perspectives. Cell Mol 
Immunol. 2024;12(9):1–22.

	 95.	 Yu T, Wang X, Zhi T, Zhang J, Wang Y, Nie E, Zhou F, You Y, Liu N. Delivery of Mgmt Mrna to glioma cells by reactive astrocyte-derived 
exosomes confers a temozolomide resistance phenotype. Cancer Lett. 2018;433:210–20.

	 96.	 Li M, Xu H, Qi Y, Pan Z, Li B, Gao Z, Zhao R, Xue H, Li G. Tumor-derived exosomes deliver the tumor suppressor Mir-3591-3p to induce M2 
macrophage polarization and promote glioma progression. Oncogene. 2022;41(41):4618–32.

	 97.	 Qian M, Wang S, Guo X, Wang J, Zhang Z, Qiu W, Gao X, Chen Z, Xu J, Zhao R, Xue H, Li G. Hypoxic glioma-derived exosomes deliver micro-
rna-1246 to induce M2 macrophage polarization by targeting Terf2ip via the Stat3 and Nf-Κb pathways. Oncogene. 2020;39(2):428–42.

	 98.	 Zeng A, Wei Z, Yan W, Yin J, Huang X, Zhou X, Li R, Shen F, Wu W, Wang X, You Y. Exosomal transfer of Mir-151a enhances chemosensitivity 
to temozolomide in drug-resistant glioblastoma. Cancer Lett. 2018;436:10–21.

	 99.	 Xin L, Tan Y, Zhu Y, Cui X, Wang Q, Zhao J, Tian S, Xu C, Xiao M, Hong B, Xu J, Yuan X, Wang C, Kang C, Fang C. Epic-0307-mediated selec-
tive disruption of Pradx-Ezh2 interaction and enhancement of temozolomide sensitivity to glioblastoma via inhibiting DNA repair and 
Mgmt. Neuro Oncol. 2023;25(11):1976–88.

	100.	 Zhao J, Yang S, Cui X, Wang Q, Yang E, Tong F, Hong B, Xiao M, Xin L, Xu C, Tan Y, Kang C. A novel compound Epic-0412 reverses temozo-
lomide resistance via inhibiting DNA repair/Mgmt in glioblastoma. Neuro Oncol. 2023;25(5):857–70.

	101.	 Higuchi F, Nagashima H, Ning J, Koerner MVA, Wakimoto H, Cahill DP. Restoration of temozolomide sensitivity by parp inhibitors in 
mismatch repair deficient glioblastoma is independent of base excision repair. Clin Cancer Res. 2020;26(7):1690–9.

	102.	 Anu M, Xavier J, Fathima AS, Bisht P, Murti K, Ravichandiran V, Kumar N. Epigenetic basis for PARP mutagenesis in glioblastoma: a review. 
Eur J Pharmacol. 2023;938:175424.

	103.	 Cho HR, Kumari N, Thakur N, Vu HT, Kim H, Choi SH. Decreased Ape-1 by nitroxoline enhances therapeutic effect in a temozolomide-
resistant glioblastoma: correlation with diffusion weighted imaging. Sci Rep. 2019;9(1):16613.

	104.	 Fung H, Demple B. A vital role for ape1/ref1 protein in repairing spontaneous DNA damage in human cells. Mol Cell. 2005;17(3):463–70.
	105.	 Tivnan A, Zakaria Z, O’Leary C, Kögel D, Pokorny JL, Sarkaria JN, Prehn JH. Inhibition of multidrug resistance protein 1 (Mrp1) improves 

chemotherapy drug response in primary and recurrent glioblastoma multiforme. Front Neurosci. 2015;9:218.
	106.	 Salaroglio IC, Mujumdar P, Annovazzi L, Kopecka J, Mellai M, Schiffer D, Poulsen SA, Riganti C. Carbonic anhydrase Xii inhibitors overcome 

P-glycoprotein-mediated resistance to temozolomide in glioblastoma. Mol Cancer Ther. 2018;17(12):2598–609.
	107.	 Wu CP, Hsiao SH, Wu YS. Perspectives on drug repurposing to overcome cancer multidrug resistance mediated by Abcb1 and Abcg2. 

Drug Resist Updat. 2023;71: 101011.
	108.	 Pillaiyar T, Meenakshisundaram S, Manickam M, Sankaranarayanan M. A medicinal chemistry perspective of drug repositioning: recent 

advances and challenges in drug discovery. Eur J Med Chem. 2020;195: 112275.
	109.	 Pushpakom S, Iorio F, Eyers PA, Escott KJ, Hopper S, Wells A, Doig A, Guilliams T, Latimer J, McNamee C, Norris A, Sanseau P, Cavalla D, 

Pirmohamed M. Drug repurposing: progress, challenges and recommendations. Nat Rev Drug Discov. 2019;18(1):41–58.



Vol.:(0123456789)

Discover Oncology          (2025) 16:731  | https://doi.org/10.1007/s12672-025-02567-3 
	 Review

	110.	 Shi Z, Peng XX, Kim IW, Shukla S, Si QS, Robey RW, Bates SE, Shen T, Ashby CR Jr, Fu LW, Ambudkar SV, Chen ZS. Erlotinib (Tarceva, Osi-774) 
antagonizes Atp-binding cassette subfamily B member 1 and Atp-binding cassette subfamily G member 2-mediated drug resistance. 
Cancer Res. 2007;67(22):11012–20.

	111.	 Tao LY, Liang YJ, Wang F, Chen LM, Yan YY, Dai CL, Fu LW. Cediranib (Recentin, Azd2171) reverses Abcb1- and Abcc1-mediated multidrug 
resistance by inhibition of their transport function. Cancer Chemother Pharmacol. 2009;64(5):961–9.

	112.	 Bikfalvi A, da Costa CA, Avril T, Barnier JV, Bauchet L, Brisson L, Cartron PF, Castel H, Chevet E, Chneiweiss H, Clavreul A, Constantin B, Coronas 
V, Daubon T, Dontenwill M, Ducray F, Enz-Werle N, Figarella-Branger D, Fournier I, Frenel JS, Gabut M, Galli T, Gavard J, Huberfeld G, Hugnot 
JP, Idbaih A, Junier MP, Mathivet T, Menei P, Meyronet D, Mirjolet C, Morin F, Mosser J, Moyal EC, Rousseau V, Salzet M, Sanson M, Seano G, 
Tabouret E, Tchoghandjian A, Turchi L, Vallette FM, Vats S, Verreault M, Virolle T. Challenges in glioblastoma research: focus on the tumor 
microenvironment. Trends Cancer. 2023;9(1):9–27.

	113.	 Liu X, Huang Y, Qi Y, Wu S, Hu F, Wang J, Shu K, Zhang H, Bartsch JW, Nimsky C, Dong F. The GBM tumor microenvironment as a modulator of 
therapy response: ADAM8 causes tumor infiltration of tams through HB-EGF/EGFR-Mediated CCL2 expression and overcomes TMZ chemo-
sensitization in glioblastoma. Cancers. 2022;14(19):4910.

	114.	 Alejo S, Palacios BE, Venkata PP, He Y, Li W, Johnson JD, Chen Y, Jayamohan S, Pratap UP, Clarke K, Zou Y, Lv Y, Weldon K, Viswanadhapalli S, Lai 
Z, Ye Z, Chen Y, Gilbert AR, Suzuki T, Tekmal RR, Zhao W, Zheng S, Vadlamudi RK, Brenner AJ, Sareddy GR. Lysine-specific histone demethylase 
1a (Kdm1a/Lsd1) inhibition attenuates DNA double-strand break repair and augments the efficacy of temozolomide in glioblastoma. Neuro 
Oncol. 2023;25(7):1249–61.

	115.	 Williams SP, Nowicki MO, Liu F, Press R, Godlewski J, Abdel-Rasoul M, Kaur B, Fernandez SA, Chiocca EA, Lawler SE. Indirubins decrease glioma 
invasion by blocking migratory phenotypes in both the tumor and stromal endothelial cell compartments. Cancer Res. 2011;71(16):5374–80.

	116.	 Zdioruk M, Jimenez-Macias JL, Nowicki MO, Manz KE, Pennell KD, Koch MS, Finkelberg T, Wu B, Boucher P, Takeda Y, Li W, Piranlioglu R, Ling 
AL, Chiocca EA, Lawler SE. Pprx-1701, a nanoparticle formulation of 6ʹ-bromoindirubin acetoxime, improves delivery and shows efficacy in 
preclinical Gbm models. Cell Rep Med. 2023;4(5): 101019.

	117.	 Tang Y, Wang M, Yu J, Lv G, Wang Y, Yu B. The antitumor action of endocannabinoids in the tumor microenvironment of glioblastoma. Front 
Pharmacol. 2024;15:1395156.

	118.	 Carracedo A, Lorente M, Egia A, Blázquez C, García S, Giroux V, Malicet C, Villuendas R, Gironella M, González-Feria L, Piris MA, Iovanna JL, 
Guzmán M, Velasco G. The stress-regulated protein P8 mediates cannabinoid-induced apoptosis of tumor cells. Cancer Cell. 2006;9(4):301–12.

	119.	 López-Valero I, Torres S, Salazar-Roa M, García-Taboada E, Hernández-Tiedra S, Guzmán M, Sepúlveda JM, Velasco G, Lorente M. Optimization 
of a preclinical therapy of cannabinoids in combination with temozolomide against glioma. Biochem Pharmacol. 2018;157:275–84.

	120.	 Ghosh MK, Kumar S, Begam S, Ghosh S, Basu M. Gbm immunotherapy: exploring molecular and clinical frontiers. Life Sci. 2024;356: 123018.
	121.	 Ijaz M, Ullah Z, Aslam B, Khurshid M, Chen P, Guo B. From promise to progress: the dynamic landscape of glioblastoma immunotherapy. Drug 

Discov Today. 2024;29(11): 104188.
	122.	 Yang F, Zhang D, Jiang H, Ye J, Zhang L, Bagley SJ, Winkler J, Gong Y, Fan Y. Small-molecule toosendanin reverses macrophage-mediated 

immunosuppression to overcome glioblastoma resistance to immunotherapy. Sci Transl Med. 2023;15(683):eabq3558.
	123.	 Mei Y, Wang X, Zhang J, Liu D, He J, Huang C, Liao J, Wang Y, Feng Y, Li H, Liu X, Chen L, Yi W, Chen X, Bai HM, Wang X, Li Y, Wang L, Liang Z, Ren 

X, Qiu L, Hui Y, Zhang Q, Leng Q, Chen J, Jia G. Siglec-9 acts as an immune-checkpoint molecule on macrophages in glioblastoma, restricting 
T-cell priming and immunotherapy response. Nat Cancer. 2023;4(9):1273–91.

	124.	 Shao G, Cui X, Wang Y, Luo S, Li C, Jiang Y, Cai D, Li N, Li X. Targeting Ms4a4a: a novel pathway to improve immunotherapy responses in glio-
blastoma. CNS Neurosci Ther. 2024;30(7): e14791.

	125.	 Liu D, Cheng Y, Qiao S, Liu M, Ji Q, Zhang BL, Mei QB, Zhou S. Nano-codelivery of temozolomide and Sipd-L1 to reprogram the drug-resistant 
and immunosuppressive microenvironment in orthotopic glioblastoma. ACS Nano. 2022;16(5):7409–27.

	126.	 Zhu S, Zhang T, Zheng L, Liu H, Song W, Liu D, Li Z, Pan CX. Combination strategies to maximize the benefits of cancer immunotherapy. J 
Hematol Oncol. 2021;14(1):156.

	127.	 Xu S, Tang L, Li X, Fan F, Liu Z. Immunotherapy for glioma: current management and future application. Cancer Lett. 2020;476:1–12.
	128.	 Alrosan AZ, Heilat GB, Al Subeh ZY, Alrosan K, Alrousan AF, Abu-Safieh AK, Alabdallat NS. The effects of statin therapy on brain tumors, par-

ticularly glioma: a review. Anti-Cancer Drugs. 2023;34(9):985–94.
	129.	 Longo J, van Leeuwen JE, Elbaz M, Branchard E, Penn LZ. Statins as anticancer agents in the era of precision medicine. Clin Cancer Res. 

2020;26(22):5791–800.
	130.	 Attardo S, Musumeci O, Velardo D, Toscano A. Statins neuromuscular adverse effects. Int J Mol Sci. 2022;23(15):8364.
	131.	 Cui X, Zhao J, Li G, Yang C, Yang S, Zhan Q, Zhou J, Wang Y, Xiao M, Hong B, Yi K, Tong F, Tan Y, Wang H, Wang Q, Jiang T, Fang C, Kang C. 

Blockage of Egfr/Akt and mevalonate pathways synergize the antitumor effect of temozolomide by reprogramming energy metabolism in 
glioblastoma. Cancer Commun (Lond). 2023;43(12):1326–53.

	132.	 Jiang W, Hu JW, He XR, Jin WL, He XY. Statins: a repurposed drug to fight cancer. J Exp Clin Cancer Res. 2021;40(1):241.
	133.	 Dey A, Islam SMA, Patel R, Acevedo-Duncan M. The interruption of atypical Pkc signaling and temozolomide combination therapy against 

glioblastoma. Cell Signal. 2021;77: 109819.
	134.	 Cai P, Qiu H, Qi F, Zhang X. The toxicity and safety of traditional Chinese medicines: please treat with rationality. Biosci Trends. 2019;13(5):367–73.
	135.	 Wang J, Qi F, Wang Z, Zhang Z, Pan N, Huai L, Qu S, Zhao L. A review of traditional chinese medicine for treatment of glioblastoma. Biosci 

Trends. 2020;13(6):476–87.
	136.	 Qu J, Qiu B, Zhang Y, Hu Y, Wang Z, Guan Z, Qin Y, Sui T, Wu F, Li B, Han W, Peng X. The tumor-enriched small molecule gambogic amide sup-

presses glioma by targeting Wdr1-dependent cytoskeleton remodeling. Signal Transduct Target Ther. 2023;8(1):424.
	137.	 Chang CH, Tsai HP, Yen MH, Lin CJ. Methanolic extract of Cimicifuga foetida induces G1 cell cycle arrest and apoptosis and inhibits metastasis 

of glioma cells. Nutrients. 2024;16(19):3254.
	138.	 Zou Y, Xu L, Wang W, Zhu X, Lin J, Li H, Chen J, Xu W, Gao H, Wu X, Yin Z, Wang Q. Muscone restores anoikis sensitivity in Tmz-resistant glio-

blastoma cells by suppressing Top2a via the Egfr/Integrin Β1/Fak signaling pathway. Phytomedicine. 2024;129: 155714.
	139.	 Wang C, Zhang Y, Jiang Q, Chen S, Zhang L, Qiu H. Oridonin suppresses the growth of glioblastoma cells via inhibiting Hippo/Yap axis. Arch 

Biochem Biophys. 2024;751: 109845.



Vol:.(1234567890)

Review	  
Discover Oncology          (2025) 16:731  | https://doi.org/10.1007/s12672-025-02567-3

	140.	 Gerlach SL, Dunlop RA, Metcalf JS, Banack SA, Cox PA. Cyclotides chemosensitize glioblastoma cells to temozolomide. J Nat Prod. 
2022;85(1):34–46.

	141.	 Tsai HC, Wei KC, Chen PY, Huang CY, Chen KT, Lin YJ, Cheng HW, Chen YR, Wang HT. Valproic acid enhanced temozolomide-induced anticancer 
activity in human glioma through the P53-puma apoptosis pathway. Front Oncol. 2021;11: 722754.

	142.	 Zou Y, Wang Y, Xu S, Liu Y, Yin J, Lovejoy DB, Zheng M, Liang XJ, Park JB, Efremov YM, Ulasov I, Shi B. Brain co-delivery of temozolomide and 
cisplatin for combinatorial glioblastoma chemotherapy. Adv Mater. 2022;34(33): e2203958.

	143.	 Jiang J, Zhang L, Chen H, Lei Y, Zhang T, Wang Y, Jin P, Lan J, Zhou L, Huang Z, Li B, Liu Y, Gao W, Xie K, Zhou L, Nice EC, Peng Y, Cao Y, Wei Y, 
Wang K, Huang C. Regorafenib induces lethal autophagy arrest by stabilizing psat1 in glioblastoma. Autophagy. 2020;16(1):106–22.

	144.	 Ni XR, Guo CC, Yu YJ, Yu ZH, Cai HP, Wu WC, Ma JX, Chen FR, Wang J, Chen ZP. Combination of levetiracetam and Ifn-Α increased temozolomide 
efficacy in Mgmt-positive glioma. Cancer Chemother Pharmacol. 2020;86(6):773–82.

	145.	 Yamada T, Tsuji S, Nakamura S, Egashira Y, Shimazawa M, Nakayama N, Yano H, Iwama T, Hara H. Riluzole enhances the antitumor effects of 
temozolomide via suppression of Mgmt expression in glioblastoma. J Neurosurg. 2021;134(3):701–10.

	146.	 Llaguno-Munive M, León-Zetina S, Vazquez-Lopez I, Ramos-Godinez MDP, Medina LA, Garcia-Lopez P. Corrigendum: mifepristone as a poten-
tial therapy to reduce angiogenesis and P-glycoprotein associated with glioblastoma resistance to temozolomide. Front Oncol. 2021;11: 
675806.

	147.	 Zhang P, Cao F, Zhang J, Tan Y, Yao S. Temozolomide and chloroquine co-loaded mesoporous silica nanoparticles are effective against glioma. 
Heliyon. 2023;9(8): e18490.

	148.	 Ahluwalia MS, Reardon DA, Abad AP, Curry WT, Wong ET, Figel SA, Mechtler LL, Peereboom DM, Hutson AD, Withers HG, Liu S, Belal AN, Qiu J, 
Mogensen KM, Dharma SS, Dhawan A, Birkemeier MT, Casucci DM, Ciesielski MJ, Fenstermaker RA. Phase Iia study of survaxm plus adjuvant 
temozolomide for newly diagnosed glioblastoma. J Clin Oncol. 2023;41(7):1453–65.

	149.	 Lassman AB, van den Bent MJ, Gan HK, Reardon DA, Kumthekar P, Butowski N, Lwin Z, Mikkelsen T, Nabors LB, Papadopoulos KP, Penas-Prado 
M, Simes J, Wheeler H, Walbert T, Scott AM, Gomez E, Lee HJ, Roberts-Rapp L, Xiong H, Ansell PJ, Bain E, Holen KD, Maag D, Merrell R. Safety and 
efficacy of depatuxizumab mafodotin + temozolomide in patients with Egfr-amplified, recurrent glioblastoma: results from an international 
phase I multicenter trial. Neuro Oncol. 2019;21(1):106–14.

	150.	 Sarkaria JN, Ballman KV, Kizilbash SH, Sulman EP, Giannini C, Friday BB, Butowski NA, Mohile NA, Piccioni DE, Battiste JD, Drappatz J, Campian 
JL, Mashru S, Jaeckle KA, O’Brien BJ, Dixon JG, Kabat BF, Laack NL, Hu LS, Kaufmann T, Kumthekar P, Ellingson BM, Anderson SK, Galanis E. 
Efficacy of adding veliparib to temozolomide for patients with Mgmt-methylated glioblastoma: a randomized clinical trial. JAMA Oncol. 
2024;10(12):1637–44.

	151.	 Huang J, Campian JL, DeWees TA, Skrott Z, Mistrik M, Johanns TM, Ansstas G, Butt O, Leuthardt E, Dunn GP, Zipfel GJ, Osbun JW, Abraham C, 
Badiyan S, Schwetye K, Cairncross JG, Rubin JB, Kim AH, Chheda MG. A Phase 1/2 study of disulfiram and copper with concurrent radiation 
therapy and temozolomide for patients with newly diagnosed glioblastoma. Int J Radiat Oncol Biol Phys. 2024;120(3):738–49.

	152.	 Ridolfi L, Gurrieri L, Riva N, Bulgarelli J, De Rosa F, Guidoboni M, Fausti V, Ranallo N, Calpona S, Tazzari M, Petrini M, Granato AM, Pancisi E, 
Foca F, Dall’Agata M, Bondi I, Amadori E, Cortesi P, Zani C, Ancarani V, Gamboni A, Polselli A, Pasini G, Bartolini D, Maimone G, Arpa D, Tosatto 
L. First step results from a phase II study of a dendritic cell vaccine in glioblastoma patients (combig-vax). Front Immunol. 2024;15:1404861.

	153.	 Hanna C, Kurian KM, Williams K, Watts C, Jackson A, Carruthers R, Strathdee K, Cruickshank G, Dunn L, Erridge S, Godfrey L, Jefferies S, McBain 
C, Sleigh R, McCormick A, Pittman M, Halford S, Chalmers AJ. Pharmacokinetics, safety, and tolerability of olaparib and temozolomide for 
recurrent glioblastoma: results of the phase i oparatic trial. Neuro Oncol. 2020;22(12):1840–50.

	154.	 Lim M, Weller M, Idbaih A, Steinbach J, Finocchiaro G, Raval RR, Ansstas G, Baehring J, Taylor JW, Honnorat J, Petrecca K, De Vos F, Wick A, 
Sumrall A, Sahebjam S, Mellinghoff IK, Kinoshita M, Roberts M, Slepetis R, Warad D, Leung D, Lee M, Reardon DA, Omuro A. Phase III trial of 
chemoradiotherapy with temozolomide plus nivolumab or placebo for newly diagnosed glioblastoma with methylated Mgmt promoter. 
Neuro Oncol. 2022;24(11):1935–49.

	155.	 Wu M, Song D, Li H, Ahmad N, Xu H, Yang X, Wang Q, Cheng X, Deng S, Shu X. Resveratrol enhances temozolomide efficacy in glioblastoma 
cells through downregulated MGMT and negative regulators-related STAT3 inactivation. Int J Mol Sci. 2023;24(11):9453.

	156.	 Gautam M, Gabrani R. Combinatorial effect of temozolomide and naringenin in human glioblastoma multiforme cell lines. Nutr Cancer. 
2022;74(3):1071–8.

	157.	 Tang Q, Cao H, Tong N, Liu Y, Wang W, Zou Y, Xu L, Zeng Z, Xu W, Yin Z, Ma W, Wang Q. Tubeimoside-I sensitizes temozolomide-resistant 
glioblastoma cells to chemotherapy by reducing Mgmt expression and suppressing Egfr induced Pi3k/Akt/Mtor/Nf-Κb-mediated signaling 
pathway. Phytomedicine. 2022;99: 154016.

	158.	 Sumorek-Wiadro J, Zając A, Bądziul D, Langner E, Skalicka-Woźniak K, Maciejczyk A, Wertel I, Rzeski W, Jakubowicz-Gil J. Coumarins modulate 
the anti-glioma properties of temozolomide. Eur J Pharmacol. 2020;881: 173207.

	159.	 Zhao M, Bozzato E, Joudiou N, Ghiassinejad S, Danhier F, Gallez B, Préat V. Codelivery of paclitaxel and temozolomide through a photopoly-
merizable hydrogel prevents glioblastoma recurrence after surgical resection. J Control Release. 2019;309:72–81.

	160.	 Ismail M, Yang W, Li Y, Chai T, Zhang D, Du Q, Muhammad P, Hanif S, Zheng M, Shi B. Targeted liposomes for combined delivery of artesunate 
and temozolomide to resistant glioblastoma. Biomaterials. 2022;287: 121608.

	161.	 Zhang X, Chen Y, Yao J, Zhang Y, Li M, Yu B, Wang K. Β-elemene combined with temozolomide in treatment of brain glioma. Biochem Biophys 
Rep. 2021;28: 101144.

	162.	 Huang T, Xu T, Wang Y, Zhou Y, Yu D, Wang Z, He L, Chen Z, Zhang Y, Davidson D, Dai Y, Hang C, Liu X, Yan C. Cannabidiol inhibits human glioma 
by induction of lethal mitophagy through activating Trpv4. Autophagy. 2021;17(11):3592–606.

	163.	 Qu H, Song X, Song Z, Jiang X, Gao X, Bai L, Wu J, Na L, Yao Z. Berberine reduces temozolomide resistance by inducing autophagy via the 
Erk1/2 signaling pathway in glioblastoma. Cancer Cell Int. 2020;20(1):592.

	164.	 Lin K, Gueble SE, Sundaram RK, Huseman ED, Bindra RS, Herzon SB. Mechanism-based design of agents that selectively target drug-resistant 
glioma. Science. 2022;377(6605):502–11.

	165.	 Yang Z, Wei D, Dai X, Stevens MFG, Bradshaw TD, Luo Y, Zhang J. C8-Substituted imidazotetrazine analogs overcome temozolomide resistance 
by inducing dna adducts and DNA damage. Front Oncol. 2019;9:485.



Vol.:(0123456789)

Discover Oncology          (2025) 16:731  | https://doi.org/10.1007/s12672-025-02567-3 
	 Review

	166.	 Rai R, Banerjee M, Wong DH, McCullagh E, Gupta A, Tripathi S, Riquelme E, Jangir R, Yadav S, Raja M, Melkani P, Dixit V, Patil U, Shrivastava R, Mid-
dya S, Olivares F, Guerrero J, Surya A, Pham SM, Bernales S, Protter AA, Hung DT, Chakravarty S. Temozolomide analogs with improved brain/
plasma ratios—exploring the possibility of enhancing the therapeutic index of temozolomide. Bioorg Med Chem Lett. 2016;26(20):5103–9.

Publisher’s Note  Springer Nature remains neutral with regard to jurisdictional claims in published maps and institutional affiliations.


	Glioblastoma multiforme: an updated overview of temozolomide resistance mechanisms and strategies to overcome resistance
	Abstract
	1 Introduction
	2 Mechanism of TMZ action
	3 Mechanisms of TMZ-resistance in GBM
	3.1 Overactivation of DNA repair mechanisms
	3.1.1 MGMT-mediated DNA repair
	3.1.2  Mismatch repair (MMR)
	3.1.3  Base excision repair (BER)

	3.2  Increase drug efflux and decrease uptake, impede intracellular TMZ accumulation
	3.2.1  Brainbrain tumor permeability barriers: drug efflux transporters
	3.2.2  Low expression of solute carrier (SLC) transporters inhibits drug uptake

	3.3 Heterogeneous tumor microenvironment
	3.3.1 Glioma stem cells (GSCs)
	3.3.2  Hypoxia and autophagy
	3.3.3  Immuno-suppressive tumor microenvironment


	4  Approaches to Overcome TMZ-resistance in GBM
	4.1  DNA-targeting agents
	4.2  Inhibitors of multidrug transporting proteins
	4.3 Targeting the tumor microenvironment
	4.4 Immunotherapy
	4.5  Combination drug therapy
	4.6  Novel TMZ analogs

	5 Conclusions and Future Perspectives
	Acknowledgements 
	References


